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MGV-GENOME-0375670: 120,233-148,499 (+); 1-534 (+)
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MGV-GENOME-0375069: 120,233-143,637 (+)
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MGV-GENOME-0376204: 127,631-153,145 (+); 1-5,125 (+)
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MGV-GENOME-0376068: 125,123-151,895 (+)
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IMGVR_UViG_3300029566_000004|3300029566|Ga0244934_100091: 121,769-151,268 (+); 1-992 (+)
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MGV-GENOME-0376178: 123,788-152,842 (+)
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MGV-GENOME-0376109: 123,788-152,232 (+)
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MGV-GENOME-0375994: 123,788-147,853 (+)
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MGV-GENOME-0376211: 126,919-153,214 (+)
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uvig_52289: 126,919-151,871 (+)
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10000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC)


