ribonucleotide reductase (CDS_0036) HEase_00030 homing (CDS_0039)
DNA binding protein (CDS_0038)
33 34 35 37 40 41 42 43 44 45
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MGV-GENOME-0373956:45,956-59,073 (+)

endonuclease (CDS_0037)
38 HEase_00030 homing (CDS_0041)

I S e ——

SAMEA1906581_al_ct61757 vs1:45,637-59,118 (+)
DNA binding protein (CDS_0041)

33 42 43 44 45 46 51
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MGV-GENOME-0374458:45,483-63,665 (+)
homing endonuclease (CDS_0037)
36 38 43
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MGV-GENOME-0374086:46,492-60,842 (+)
43 44
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MGV-GENOME-0373359:46,477-61,231 (+)
DNA polymerase (CDS_0042)

— L /N
uvig 249097:46,063-60,332 (+)

7000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
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