retron_type_VI_hth_cluster2_1 (CDS_0020)
transcriptional repressor (CDS_0019)

tail length tape measure protein (CDS_0015) ‘ DNA transposition protein (CDS_0023)
tail tube protein (CDS_0012) minor head protein (CDS_0017) transposase (CDS_0021) DnaC-like helicase loader (CDS_0025)
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uvig_86629:8,230-23,856 (+)

minor head protein (CDS_0016)

10 15 17 18  retron_type_VI_hth_cluster2_1(CDS_0019)
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uvig 191340:7,507-24,167 (+)
transcriptional repressor (CDS_0020)
minor head protein (CDS_0018) retron_type_VI_hth_cluster2_1 (CDS_0021)
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uvig_199175:8,731-24,999 (+)

transcriptional repressor (CDS_0018)
methyltransferase (CDS_0017) retron_type_VI_hth_cluster2_1 (CDS_0019)
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uvig 174421:8,638-20,855 (+)
retron_type_VI_hth_cluster2_1 (CDS_0018)
tail length tape measure protein (CDS_OOlZ)
transcriptional repressor (CDS_0017) 20

N E—
uvig 155299:7,974-18,282 (+)
15 retron_type_VI_hth_cluster2_1 (CDS_0016)
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uvig_170683:7,890-15,833 (+)
MTase_II_00107 Type (CDS_0022)
tail fiber protein (CDS_0018)
minor head protein (CDS_0017) holin (CDS_0023)
16 19 20 21 | 24 25 26 retron_type_VI_hth_cluster2_1(CDS_0027)
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uvig_291344:8,079-29,230 (+)

tail fiber protein (CDS_0018)

minor head protein (CDS_0017) DNA methyltransferase (CDS_0022)
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uvig 481019:8,230-25,876 (+)
minor head protein (CDS_0017) transcriptional repressor (CDS_0022)
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uvig_223176:8,738-20,144 (+)

minor head protein (CDS_0018)

17 19 Mu Gam-like end protection (CDS_0024)
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tail fiber protein (CDS_0019)
minor head protein (CDS_0018) 21
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uvig_202202:8,276-24,732 (+)
tail fiber protein (CDS_0019)
minor head protein (CDS_0018)
17 20 21
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uvig_55800: 8,280-23,212 (+)
MTase_I1_00107 Type (CDS_0023)
minor head protein (CDS_0018) 21 holin (CDS_0024)
17 19 20 22 | "] 25 26 27 Retron_VI_HTH (CDS_0028)
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uvig_306637:8,275-27,999 (+)

minor head protein (CDS_0018)
17 19 20 21 Retron_VI_HTH (CDS_0022)
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uvig_184424:9,026-25,238 (+)

minor head protein (CDS_0018)
17 tail fiber protein (CDS_0019) 20  Retron_VI_HTH (CDS_0021)
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uvig 210624:8,277-24,908 (+)
minor head protein (CDS_0017)

16 tail fiber protein (CDS_0018) 19 20 21 22 23

I —
uvig 201749:8,389-29,974 (+)
tail length tape measure protein (CDS_0015)
MTase_II_00107 Type (CDS_0019)
17 holin (CDS_0020)
16] 18 | 21 22 Retron_VI_HTH (CDS_0023)
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uvig 46828:7,999-21,977 (+)

15 17 Retron_VI_HTH (CDS_0018) 24

— E—
uvig 455704:7,937-20,104 (+)
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