15 16 17 18 19 20 tail protein (CDS_0021) 22 23 24 25

IMGVR_UViIG_2706794636_000003|2706794636]2706817379|230311-266224: 14,185-25,984 (+)

PDC-S04_WP_169250289.1 (CDS_0018)
tail fiber protein (CDS_0023) 24 25

[y
~

|
i ]
|

IMGVR_UVIG_2724679351_000001|2724679351(2724726826|225858-258867: 14,877-27,610 (+)
22 23 24 25

— _— r  _ _—  — _— — ———— — —— — | ;8§ — | "}/ |
IMGVR_UViG_2706794632_000007|2706794632|2706817073|559340-592141: 14,034-27,671 (+)

DNA invertase (CDS_0025)
22 23 24 26

S B . S W . —
IMGVR_UViG_2869891414 000002|2869891414|2869891414(859532-893328:13,393-27,782 (+)

Virulence-associated proteins (VF0679) (CDS_0025)
HTH DNA binding protein (CDS_0024)
tail fiber assembly protein (CDS_0022§

toxin of TA system (CDS_0026)
16 tail fiber protein (CDS_0021) ~ toxin (CDS_0023) | | 27 28 29
g S, SO O, W, S, S Wy 0 gy 5 S T/ SO . S, S 0 S G

IMGVR_UVIG_2657244976_000005|2657244976]2657253056|198970-238216: 14,021-29,831 (+)

HTH DNA binding protein (CDS_0025)
toxin (CDS_0024)

17 tail fiber protein (CDS_0022) 23 \ 26 27 28
[ g T W, SO, O, S, O O g O Oy g SOy W, S0, S O S S

IMGVR_UViG_2660238316_000002|2660238316]2660291251|318554-355136: 14,917-30,611 (+)

tail fiber protein (CDS_0021)
16 tail fiber protein (CDS_0020) 23

[y
v

|
IMGVR_UViG_2835092027_000004|2835092027|2835092033(48432-79486: 12,947-24,368 (+)
tail protein (CDS_0020) 21

L B8 | _________________________________________§§ | | /]|
TemPhD_cluster_10884:12,936-24,111 (+)

tail terminator tail protein (CDS_0020) tail fiber assembly protein (CDS_0021)

TemPhD_cluster_9234: 12,936-24,406 (+)
tail protein (CDS_0019) tail fiber assembly (CDS_0020)

MGVR_UViG_3300011858 000032|3300011858|Ga0120791_100029|53605-84369: 11,867-22,788 (+)
tail fiber protein (CDS_0020) 21

T — I S —
IMGVR_UViG_2751185926_000004(2751185926|2751259104(55342-86515: 12,940-24,668 (+)

tail fiber protein (CDS_0021) 22

IMGVR_UViG_2851668853_000009|2851668853]2851668853|4342611-4374915:12,359-23,234 (+)
tail fiber protein (CDS_0020) tail assembly chaperone (CDS_0021)

TemPhD_cluster_37944: 12,946-24,334 (+)
tail fiber protein (CDS_0020) tail fiber assembly (CDS_0021)

| N S
TemPhD_cluster_63010_: 12,946-24,454 (+)

tail fiber protein (CDS_0020) tail fiber assembly (CDS_0021)

DarTG__DarG (CDS_0021)
tail collar fiber protein (CDS_0020) tail fiber assembly protein (CDS_0022)

TemPhD_cluster_51807: 12,948-25,048 (+)
DarTG__DarG (CDS_0021)
tail fiber protein (CDS_0020) tail assembly chaperone (CDS_0022)

TemPhD_cluster_33617:12,948-25,048 (+)
tail protein (CDS_0019) tail fiber assembly protein (CDS_0020)

I
TemPhD_cluster_30711: 12,039-22,725 (+)
tail protein (CDS_0020) tail fiber assembly protein (CDS_0021)

R  — I ————
IMGVR_UViG_3300003838_000014|3300003838|Ga0058691_1000440: 12,400-23,034 (+)

tail fiber protein (CDS_0018) tail fiber assembly protein (CDS_0019)

I
IMGVR_UViG_2851034084_000007|2851034084|2851034084(5000903-5030277: 11,319-22,316 (+)
tail fiber assembly protein (CDS_0021)
tail fiber protein (CDS_0020) 22 23

IMGVR_UViG_2814123056_000004|2814123056|2814173103|47964-79533: 12,902-24,803 (+)
tail protein (CDS_0020) 21

L _§ || ]
TemPhD_cluster_63171_:12,398-23,472 (+)

tail fiber protein (CDS_0021) tail fiber assembly protein (CDS_0022)

I
TemPhD_cluster_52090: 13,440-23,848 (+)
tail fiber assembly protein (CDS_0022)
tail fiber protein (CDS_0021) 23

TemPhD_cluster_63322_:13,293-24,743 (+)
tail protein (CDS_0019) 20 tail fiber assembly protein (CDS_0021)

uvig_396996:11,893-23,540 (+)
tail protein (CDS_0023) tail fiber assembly protein (CDS_0024)

W | | _______________]
TemPhD_cluster_63294 _:13,167-23,726 (+)

tail fiber assembly (CDS_0030)
tail protein (CDS_0029) O-acetyltransferase (CDS_0031)

— T — I S R—
TemPhD_cluster_63614:16,403-28,191 (+)

tail fiber assembly (CDS_0021)
tail fiber protein (CDS_0020) O-acetyltransferase (CDS_0022)

I
TemPhD_cluster_44031:12,786-24,598 (+)
tail protein (CDS_0020) tail fiber assembly (CDS_0021)

uvig_119746:13,202-24,045 (+)
tail fiber assembly (CDS_0023)
tail protein (CDS_0021) 22 tail collar protein (CDS_0024)

I
TemPhD_cluster_51875: 14,868-26,577 (+)
tail fiber protein (CDS_0020) 21 22

— " E——
IMGVR_UViG_2657245442_000002|2657245442|2657300495|54096-85995: 12,425-24,307 (+)

tail fiber assembly (CDS_0022)
20 21 tail collar fiber protein (CDS_0023)

— W S —
TemPhD_cluster_52140:12,073-24,174 (+)

tail fiber assembly (CDS_0021)
tail protein (CDS_0020) tail fiber assembly protein (CDS_0022)

TemPhD_cluster_63244 :12,073-23,962 (+)
tail collar fiber protein (CDS_0021) 22

I
TemPhD_cluster_52162:13,272-24,151 (+)

tail fiber assembly (CDS_0022)
tail protein (CDS_0021) 23

— — . —— —————— —— ——————— " —
IMGVR_UViG_3300011882_000033|3300011882|Ga0122106_100052|29851-61068: 12,210-24,097 (+)

tail fiber assembly (CDS_0021)
tail collar fiber protein (CDS_0020) 22 23

|
| -

IMGVR_UViG_2565956711_000006|2565956711|2565985835|50798-81972: 12,073-23,978 (+)
tail fiber assembly protein (CDS_0021)
tail fiber assembly (CDS_0022)
tail protein (CDS_0020) | 23

I

TemPhD_cluster_44088:12,073-24,013 (+)
tail fiber assembly (CDS_0022)

tail protein (CDS_0021) tail fiber assembly protein (CDS_0023)

TemPhD_cluster_28339:12,211-24,412 (+)

tail fiber assembly protein (CDS_0021)
tail protein (CDS_0020) tail fiber assembly protein (CDS_0022)

— L ——— I R E—
uvig_370704:12,073-23,691 (+)

tail protein (CDS_0019) 20 21

TemPhD_cluster_52067:12,004-24,419 (+)
20 21

I
IMGVR_UViG_2765235946_000010|2765235946|2765259335|5002964-5035493: 12,970-24,306 (+)
tail fiber assembly protein (CDS_0021)
tail protein (CDS_0020) tail fiber assembly protein (CDS_0022)

TemPhD_cluster_33772:11,949-23,594 (+)
tail fiber protein (CDS_0020) 21

— I E——
IMGVR_UViG_2877195390_000003|2877195390|2877195390|2985226-3014881: 12,792-23,124 (+)

tail fiber assembly (CDS_0022)
tail protein (CDS_0021) 23 24

I N S S
TemPhD_cluster_51876:14,868-26,577 (+)
tail fiber assembly protein (CDS_0021)
tail fiber assembly (CDS_0020)
tail protein (CDS_0019) \ DNA invertase (CDS_0022)

|
| -
|
|
!
|

TemPhD_cluster_44072: 12,004-24,333 (+)
tail fiber assembly protein (CDS_0020)
tail fiber protein (CDS_0019) 21 22

I
TemPhD_cluster_52297:12,007-24,339 (+)
tail fiber assembly protein (CDS_0022)
tail fiber assembly (CBS_OOZI)
tail protein (CDS_0020) \ DNA invertase (CDS_0023)

— e I e W W N—
TemPhD_cluster_43909: 13,051-25,348 (+)

tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0022) 23 25 26

TemPhD_cluster_51706: 13,297-25,827 (+)
tail fiber protein (CDS_0020)21 22 23

I
TemPhD_cluster_52163: 12,940-24,975 (+)
tail fiber protein (CDS_0020) 21 22 23

I LN [ | |}
TemPhD_cluster_52164:12,940-24,975 (+)

tail fiber assembly protein (CDS_0020)
tail collar fiber protein (CDS_0019) 21

I
TemPhD_cluster_52302:11,701-22,985 (+)
tail fiber assembly protein (CDS_0021)
tail fiber assembly (CDS_0020)
tail protein (CDS_0019) \ DNA invertase (CDS_0022)

— | e W S E—
SAMNO05827186_al ct1823:12,518-24,803 (+)

tail fiber assembly protein (CDS_0022)
tail fiber assembly (CDS_0021)
tail protein (CDS_0020) \ DNA invertase (CDS_0023)

N
TemPhD_cluster_63332_: 12,950-24,990 (+)
tail fiber assembly protein (CDS_0020)
tail fiber assembly (CDS_0021)
tail protein (CDS_0019) \ DNA invertase (CDS_0022)

|
| -

TemPhD_cluster_44074:12,004-24,333 (+)
tail protein (CDS_0019) DNA invertase (CDS_0020)

I ——— . R E—
IMGVR_UViG_3300029337_000220|3300029337|Ga0243320_1000195|11985-45538: 12,518-25,282 (+)

tail fiber assembly protein (CDS_0021)
tail collar fiber protein (CDS_0023)
tail fiber'assembly (CDS_0022)
tail protein (CDS_0020) | |  DNAinvertase (CDS_0024)

I
TemPhD_cluster_43908: 13,051-25,348 (+)
tail fiber assembly protein (CDS_0021)
tail protein (CDS_0020) DNA invertase (CDS_0022)

TemPhD_cluster_62832_: 13,050-24,959 (+)
tail fiber assembly protein (CDS_0021)
tail fiber assembly protein (CDS_0020)
tail protein (CDS_0019) \ DNA invertase (CDS_0022)

I
TemPhD_cluster_63100_: 12,518-24,841 (+)
tail fiber assembly protein (CDS_0021)
tail protein (CDS_0020) tail fiber assembly protein (CDS_0022)

IMGVR _UViG_2938197763 000001|2938197763|2938197768: 12,398-24,181 (+)
tail fiber assembly protein (CDS_0020)
tail fiber protein (CDS_0019) 21

TemPhD_cluster_52461:12,518-24,188 (+)
tail protein (CDS_0020) tail fiber assembly (CDS_0021)

I
uvig_375677:12,936-23,999 (+)
tail fiber protein (CDS_0019) tail fiber assembly (CDS_0020)

1 I
IMGVR_UViG_2563366799_000004|256336679912563390696|197833-228285: 12,007-23,161 (+)
tail collar fiber protein (CDS_0022)
tail fiber assembly (CDS_0021)
tail protein (CDS_0019) 20 \ DNA invertase (CDS_0023)

I
TemPhD_cluster_30659: 12,016-24,142 (+)
tail fiber protein (CDS_0019) 20 21

I | S S
TemPhD_cluster_52650:11,384-22,634 (+)

tail fiber assembly protein (CDS_0021)
tail fiber assembly protein (CDS_0020)
tail protein (CDS_0019) \ DNA invertase (CDS_0022)

I
uvig_297557:12,007-24,015 (+)
tail fiber assembly protein (CDS_0021)
tail protein (CDS_0019) 20 DNA invertase (CDS_0022)

— e I —
uvig_283469:11,992-24,003 (+)

tail fiber assembly (CDS_0021)
tail protein (CDS_0020) 22 DNA invertase (CDS_0023)

e —
ivig_697:13,051-25,386 (+)

tail protein (CDS_0021) tail fiber assembly protein (CDS_0022)

uvig 205656:12,905-23,654 (+)
tail fiber assembly protein (CDS_0020)
tail protein (CDS_0019) DNA invertase (CDS_0021)

uvig_394961:13,296-24,823 (+)
tail protein (CDS_0021) tail fiber assembly protein (CDS_0022)

— S —— . I E—
uvig 418118:12,847-23,441 (+)

tail fiber assembly (CDS_0023)
tail protein (CDS_0022) 24 DNA invertase (CDS_0025)

|
‘ :

(U O S S
TemPhD_cluster_62735_:13,297-25,633 (+)

tail fiber protein (CDS_0020) 21 22 23 24

IMGVR_UViG_2571042420_000006|2571042420|2571112380(56981-89424: 12,385-24,719 (+)
tail fiber protein (CDS_0019) 20 21 DNA binding protein (CDS_0022)

1 .
IMGVR_UViG_2609459790_000004|2609459790|2609494267|6618-37391: 11,384-23,492 (+)
tail fiber protein (CDS_0019) 20 21

(N L | ____________________________________________§ | | _________]
TemPhD_cluster_52278:11,896-23,798 (+)

tail fiber assembly (CDS_0022)
tail protein (CDS_0021) 23

I L _____________________________________________§& | | __________ ]
TemPhD_cluster_52041:12,390-24,372 (+)
tail fiber assembly protein (CDS_0021)
tail fiber protein (CDS_0022)
19 20 | 23

L B N [ ______________________________________§ | ____|______ ]
TemPhD_cluster_62572:12,044-26,350 (+)

tail fiber assembly protein (CDS_0021)
tail fiber protein (CDS_0020) DNA invertase (CDS_0023)
tail protein (CDS_0019) tail fiber protein (CDS_0022)

|

| ]
#
:

S Y 0 N S S
TemPhD_cluster_30498: 12,044-26,310 (+)

tail fiber assembly protein (CDS_0020)
tail assembly chaperone (CDS_0021)
tail fiber protein (CDS_0019) | 22 DNA invertase (CDS_0023)

I
TemPhD_cluster_37690_: 12,044-26,334 (+)
tail protein (CDS_0018) tail fiber assembly (CDS_0020)
13 tail protein (CDS_0019) DNA invertase (CDS_0021)

e
TemPhD_cluster_62834 :11,552-23,770 (+)

baseplate protein (CDS_0017)
tail fiber protein (CDS_0019) 20 tail collar fiber protein (CDS_0021)

|
i

& — — I ——
TemPhD_cluster 62986 _:11,424-24,843 (+)

baseplate protein (CDS_0017) tail fiber assembly (CDS_0020)
tail protein (CDS_0019) 21 22 DNAinvertase (CDS_0023)

|
I |

e I S W R —
TemPhD_cluster_80657:11,561-24,142 (+)

tail collar fiber protein (CDS_0019) 20 21 22 23 24

TemPhD_cluster_52348:12,004-21,702 (+)
6000 nt i
DNA, RNA and nucleotide metabolism connector lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder) defence (PADLOC)
— I L]

virulence (VFDB)
N




