anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0059)
RecT-like ssDNA annealing protein (CDS_0058)
60 61 62 63 64 65 66 67 68 69

g
|

MGV-GENOME-0287856: 35,702-40,811 (+)
DNA methyltransferase (CDS_0057)
58 60 radical SAM domain protein (CDS_0061)

}

IMGVR_UViG_3300045988_022184|3300045988|Ga0495776_028095: 33,186-39,428 (+)
53 55 56 57 DNA methyltransferase (CDS_0059)

?

MGV-GENOME-0257725:29,518-35,211 (+)

DNA methyltransferase (CDS_0052)
44 49 50 MTase_II_00048 Type (CDS_0055)

I I
MGV-GENOME-0254190:28,614-34,771 (+)
46 DNA methyltransferase (CDS_0047)
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MGV-GENOME-0243086:27,676-32,983 (+)

67 68 71 72

IMGVR_UVIG_3300045988_067066|3300045988|Ga0495776_139734:37,015-42,056 (+)
exonuclease 66 67 69 70

MGV-GENOME-0294572:37,854-42,216 (+)

50 51 53 55 57

]
MGV-GENOME-0254578:29,517-35,276 (+)

DNA methyltransferase (CDS_0066)
HNH endonuclease (CDS_0064)
63 DNA methyltransferase (CDS_0067)

terminase large subunit (CDS_0001)

MTase_II_00015 Type (CDS_0073) 74

|
i

IMGVR _UViG_3300045988_041948|3300045988|Ga0495776_020801: 35,493-44,120 (+); 1-1,236 (+)
DNA methyltransferase (CDS_0053) DNA methyltransferase (CDS_0054)

é

— — —————— ————————————————]
MGV-GENOME-0258365:29,535-35,555 (+)

36 37 DNA methyltransferase (CDS_0044) DNA methyltransferase (CDS_0045)
I e ——— I

I
MGV-GENOME-0233913:25,141-31,477 (+)
DNA methyltransferase (CDS_0068)
64 66 69 70

—— —
MGV-GENOME-0286997:35,131-40,551 (+)

DNA methyltransferase (CDS_0068)
69

— I —
uvig_323387:35,131-40,304 (+)
k 3000 nt i

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA
I I




