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MGV-GENOME-0254578: 15,131-24,448 (+)
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IMGVR_UViG_3300045988_038622|3300045988|Ga0495776_139818: 15,121-24,958 (+)
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MGV-GENOME-0287856: 14,140-24,958 (+)
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IMGVR_UViG_3300045988_067066|3300045988|Ga0495776_139734: 15,122-24,783 (+)
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