anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0078)
exonuclease (CDS_0077) DNA methyltransferase (CDS_0083)
73 74 75 76 79 80 81 82 84 85 86 87

I
uvig_384416: 52 823-59,364 (+)
57 DNA methyltransferase (CDS_0060)

Y O v I R —
ShkOpOI’O\/ 2019 _SRR9161487_NODE_58_length_42517_cov_26.261740:33,114-39,728 (+)
56 57

uvig_361943:32,402-38,911 (+)
55 56 60

IMGVR _UViG_3300045988_064239|3300045988|Ga0495776_008093: 31,832-38,121 (+)
55 56 DNA methyltransferase (CDS_0059)

IMGVR_UViG_3300029103_000015|3300029103|Ga0169220_100327:31,919-38,077 (+)
63 67 68

SRSOZ[‘?O‘?O al_ ct25077 35,053-40,914 (+)

DNA methyltransferase (CDS_0077)
DNA methyltransferase (CDS_0078)
74 | 79

uvig_78331:54,994-61,321 (+)

DNA methyltransferase (CDS_0061)
replication initiation protein (CDS_0057) DNA methyltransferase (CDS_0063)
55 56 58 59 64 66

I
uvig_569900: 30 582-39,433 (+)

replication initiation protein (CDS_0056)
55 57 58

_
uvig_565062: 30 659-39,334 (+)

3000 nt i
DNA, RNA and nucleotide metabolism other unknown function anti-defence (dbAPIS)
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