
IMGVR_UViG_3300045988_136145|3300045988|Ga0495776_158776: 22,069-31,884 (+)
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tRNA-Undet(NNN)
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RelE-like toxin (CDS_0042)
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SAMEA2737790_b1_ct72_vs2: 22,069-28,121 (+)

41
RelE-like toxin (CDS_0042)

43

IMGVR_UViG_3300045988_057181|3300045988|Ga0495776_098443: 22,965-30,894 (+)

40

IMGVR_UViG_3300045988_038401|3300045988|Ga0495776_094471: 24,172-27,849 (+)
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IMGVR_UViG_3300008640_000012|3300008640|Ga0111422_100425: 22,084-28,876 (+)

HEase_00016 homing (CDS_0030)
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uvig_91112: 21,698-28,346 (+)
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uvig_362287: 21,371-30,676 (+)

35 36 37

IMGVR_UViG_3300045988_040607|3300045988|Ga0495776_110295: 22,084-28,040 (+)

35 40

MGV-GENOME-0273465: 20,983-27,156 (+)

28 33

uvig_384416: 23,224-48,541 (+)
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clamp loader of DNA polymerase (CDS_0044)
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DinG CAS-IV-A; (CDS_0048)
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mads_8 (CDS_0050)
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PEB1 (VF0327) (CDS_0052)

53 54 55 56 57

uvig_78331: 22,050-49,878 (+)

34 35 36

clamp loader of DNA polymerase (CDS_0037)
RNA polymerase sigma factor (CDS_0038)

tet_ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NF000474.1) (CDS_0039)

ABC transporter (VF0818) (CDS_0040)
exonuclease V (CDS_0041)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0042)

43
mads_8 (CDS_0044)

45

PEB1 (VF0327) (CDS_0046)

47 48 49 50 51 56 57
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