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uvig_384416:23,224-48,541 (+)
tet_ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NFO00474.1) (CDS_0039)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0042)
RNA polymerase sigma factor (CDS_0038)

clamp loader of DNA polymerase (CDS_0037) ‘ PEB1 (VF0327) (CDS_0046)
ABC transporter (VF0818) (CDS_0040) mads_8 (CDS_0044)
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uvig_78331:22,050-49,878 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (PADLOC) virulence (VFDB)
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