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SAMNO01112480_al ct35033_vs1:14,843-21,320 (+)

partition protein ATPase (CDS_0023)
tail fiber assembly protein (CDS_0027)
Arc-like repressor (CDS_0024)
‘ T virion structural protein (CDS_0026)
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MGV-GENOME-0190193:14,896-26,285 (+)
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‘ virion structural protein (CDS_0026)

22 anti-repressor Ant (CDS_0025) \ 28 29 30 terminase small subunit (CDS_0031)
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MGV-GENOME-0189503: 14,977-26,170 (+)

NinG/ Rap DNA junction specific endonuclease (CDS_0027)
anti-termination protein Q-like (CDS_0029)

tail fiber assembly protein (CDS_0024} holin/anti-holin (CDS_0030)
virion structural protein (EDS_0023) ‘ Rz-like spanin (CDS_0032)
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NinG/ Rap DNA junction specific endonuclease (CDS_0025)
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6 holin (CDS_0021) | terminase small subunit (CDS_0024)

[N

Han_2018 ERR1398192 NODE _655_length_20849 _cov_20.113735:14,555-20,848 (+)
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MGV-GENOME-0170042: 14,891-23,203 (+)
NinB/ Orf homologous recombination mediator (CDS_0026)
NinG/ Rap DNA junction specific endonuclease (CDS_0027)
anti-termination protein Q-like (CDS_0029)
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MGV-GENOME-0175524: 14,899-23,993 (+)
Rha-like transcriptional regulator (CDS_0032)
terminase small subunit (CDS_0033)
UmuD-like protein (CDS_0024) holin/anti-holin (CDS_0029)
tail fiber assembly (CDS_0025) Rz-like spanin (CDS_0031)
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uvig_215638:14,796-30,781 (+)
Rha-like transcriptional regulator (CDS_0030)
UmuD-like prLein (CDS_0024) holin/anti-hglzl(CDS_0027)
tail fiber assembly (CDS_0025) Rz-like spanin (CDS_0029)
tail fiber protein (CDS_0022) 23 \ 26 endolysin (CDS_0028) terminase small subunit (CDS_0031)
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NinG/ Rap DNA junction specific endonuclease (CDS_0029)
Rha-like transcriptional regulator (CDS_0035)
terminase small subunit (CDS_0036)
NinB/ Orf homologous recombination mediator (CDS_0026) holin/anti—hm(CDS_OOSZ)
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uvig_300310: 14,859-30,900 (+)
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