head scaffolding protein (CDS_0004)

icity0043 Unknown (CDS_0085) major head protein (CDS_0005)
80 81 82 83 84 | 86 878889 9091 92 1 portal protein (CDS_0002) 3 | 6
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MGV-GENOME-0341809: 57,325-67,298 (+); 17,654 (+)
icity0043 Unknown (CDS_0082) 83 84 85 8687 88
—_— I — Y I W
MGV-GENOME-0341619: 56,932-67,094 (+); 17,654 (+)
icity0043 Unknown (CDS_0083) 84 85 8687 88 5 6 7
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MGV-GENOME-0340682:56,936-66,149 (+); 1-8,477 (+)
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2 portal protein (CDS_0003)
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IMGVR_UViG_3300007315_000003|3300007315|Ga0104930_100078: 57,220-66,905 (+); 1-8,769 (+)

icity0043 Unknown (CDS_0078)
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icity0043 Unknown (CDS_0078)

84
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IMGVR_UViG_3300008537_000003|3300008537|Ga0111051_100181:57,382-67,141 (+); 1-7,642 (+)
77
icity0043 Unknown (CDS_0075) 76 |78 79 80 81

e e s RN W— —
IMGVR_UViG_3300007295_000001|3300007295|Ga0104867_ 1000098 57,922-67, 227 (+); 1-8,657 (+)

icity0043 Unknown (CDS_0081) 82 83 84 85 86 exonuclease (CDS_0001) portal protein (CDS_0002) 7
e S I ! o, . N R S—
IMGVR_UViG_3300008153_000003|3300008153]|Ga0114320_1000068: 57,579-67,155 (+); 1-9,168 (+)

icity0043 Unknown (CDS_0072) 73 74 7576 77 78

IMGVR_UViG_3300045988_087293|3300045988|Ga0495776_009360:57,115-66,871 (+); 1-8,689 (+)
icity0043 Unknown (CDS_0080) 81 82 83 84 85

— —
SRS011140_al ct12552:57,500-66,224 (+)

icity0043 Unknown (CDS_0079) 80 81 82 83

e 01— - —
IMGVR_UVIG_3300007220_000020|3300007220|Ga0104054_100230: 57,100-65,653 (+)
82

icity0043 Unknown (CDS_0079) 80 81 |83 84 85 86
i 1 A K Ha—a-d
IMGVR_UVIG_3300008136_000022|3300008136|Ga0113979_100257:52,239-60,868 (+)

84

icity0043 Unknown (CDS_0081) 82 83 |85 86 87
c & A KK HKd——a
IMGVR_UVIG_3300028515 000055|3300028515|Ga0307824_1063: 56,613-65,351 (+)

78
icity0043 Unknown (CDS_0076) 77 |79 80 81 82

— Y 7 ] C |
IMGVR_UViG_7000000195_000011|7000000195|SRS017209_Baylor_scaffold_10929:57,832-66,256 (+)

icity0043 Unknown (CDS_0072) 73 74 7576 77 78
I N - —
SAMEA2738120_b1_ct5:57,115-66,024 (+)

icity0043 Unknown (CDS_0084) 85 86 87 88 899091 92
I I —— " —— " § — |} —
OTU_473:57,008-66,100 (+)

82
icity0043 Unknown (CDS_0079) 80 81 | 8384 85 86

IMGVR_UViG_3300008639_000002|3300008639|Ga0115685_1000145: 56,741-66,105 (+); 1-7,654 (+)
81
icity0043 Unknown (CDS_0078) 79 80 T8283 84 85

IMGVR_UViG_3300008575 000022|3300008575\630111079 100195 55 337 63,923 (+ )
83
icity0043 Unknown (CDS_0078) 79 80 81 82 [84 85

IMGVR_UViG_3300008660, OOOOOB|3300008660\Ga0111492 100036 54,247~ 63 556( )
icity0043 Unknown (CDS_0085) 86 87 8889 9091

SAMEA2738172 | b1 ct5:57,325-66,424 (+)
icity0043 Unknown (CDS_0077) 78 7980 81 82

e —————————————

SRS100027_al ct12730:57,224-65,586 (+)
[ 7000 nt i

DNA, RNA and nucleotide metabolism head and packaging unknown function defence (PADLOC)




