
SAMN11893713_a1_ct3042: 57,386-63,871 (+)

37 38 39 40

polynucleotide kinase (CDS_0041)
HNH endonuclease (CDS_0042)

43 DNA polymerase (CDS_0044) 45
PDC-M08B_WP_209463324.1 (CDS_0046)

47 48

MGV-GENOME-0361282: 55,500-61,817 (+)

40 41 42

uvig_280722: 50,988-58,822 (+)

29 30
polynucleotide kinase (CDS_0035)

36

uvig_289604: 44,449-53,877 (+)

27 HNH endonuclease (CDS_0032) 38

IMGVR_UViG_3300045988_016711|3300045988|Ga0495776_011687: 56,104-63,379 (+)

polynucleotide kinase (CDS_0038)

39
HNH endonuclease (CDS_0040)

HEase_00016 homing (CDS_0044)

SAMN10290217_a1_ct1125: 59,259-66,562 (+)

43 44 46 47

uvig_561711: 52,072-61,272 (+)

31
polynucleotide kinase (CDS_0036)

37 39 40

MGV-GENOME-0365920: 56,978-63,723 (+)

41 42 43

MGV-GENOME-0365945: 56,237-63,881 (+)

37 41 42 43

MGV-GENOME-0363836: 55,306-64,534 (+)

thymidylate synthase (CDS_0036) 42 43 44 45 47 48 49

uvig_392119: 55,163-68,801 (+)

36 41 43
endonuclease (CDS_0044)

DNA polymerase (CDS_0045)
ribonucleoside-diphosphate reductase large subunit (CDS_0051)

52 53

MGV-GENOME-0358343: 43,660-51,626 (+)

32 33 DNA polymerase (CDS_0034)

IMGVR_UViG_3300045988_020580|3300045988|Ga0495776_075839: 54,619-62,087 (+)

40
endonuclease (CDS_0041)

DNA polymerase (CDS_0042) 46 47

uvig_35387: 54,377-61,321 (+)

39 42
endonuclease (CDS_0043)

DNA polymerase (CDS_0044)

IMGVR_UViG_3300045988_008409|3300045988|Ga0495776_143194: 54,656-62,081 (+)

38 39 40 HEase_00016 homing (CDS_0042)

IMGVR_UViG_3300045988_016714|3300045988|Ga0495776_027379: 52,135-61,320 (+)

31 32
endonuclease (CDS_0033)

34 38
polynucleotide kinase (CDS_0039)

40

uvig_432354: 57,766-68,320 (+)

40 41
ribonucleoside-diphosphate reductase large subunit (CDS_0046)

47 HEase_00016 homing (CDS_0048)

MGV-GENOME-0362578: 54,581-61,272 (+)

35 41 42

5000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)


