
IMGVR_UViG_2675903555_000001|2675903555|2675988402|85874-131617: 15,458-27,855 (+)

19 20 21 22 23 24 25 26 27 28 29 30 31 32
tail assembly chaperone (CDS_0033)

34 3536 37 38 39

IMGVR_UViG_2634166401_000001|2634166401|2634536689|995174-1040579: 15,327-26,625 (+)

24 25 26 27 28 29 30
tail assembly chaperone (CDS_0031)

32 33 34

SRS042589_a1_ct8072: 15,315-28,796 (+)

24 25 26 27 28 29 30 31
tail assembly chaperone (CDS_0032)

33 3435 36 37

IMGVR_UViG_3300008688_000230|3300008688|Ga0111559_1000028|226-45882: 15,161-27,405 (+)

24 25 26 27 28 29 30
tail assembly chaperone (CDS_0031)

32 33 34

SRS051244_a1_ct26461_vs01: 15,161-24,257 (+)

24 25 26 27 tRNA-Ser(GCT)

IMGVR_UViG_3300007996_000020|3300007996|Ga0111052_100300: 15,326-23,013 (+)

24 25 26 27

IMGVR_UViG_7000000394_000105|7000000394|SRS019607_WUGC_scaffold_56123: 15,326-21,665 (+)

24

MGV-GENOME-0300065: 15,320-23,013 (+)

24 25 26 27 28

IMGVR_UViG_3300011986_000009|3300011986|Ga0119795_1000246: 15,153-22,629 (+)

24 25 26 27

IMGVR_UViG_2651869710_000002|2651869710|2651893857|1333849-1379937: 14,587-23,858 (+)

18 23 24 25 26
tail assembly chaperone (CDS_0027)

28 29 30

MGV-GENOME-0281300: 14,621-20,963 (+)

23

IMGVR_UViG_3300007220_000025|3300007220|Ga0104054_100395: 15,304-28,027 (+)

24 25 26 27 28 29 30 31 32 33 34 35 36

IMGVR_UViG_3300008279_000174|3300008279|Ga0114263_1000106: 15,311-28,030 (+)

24 25 26 27 28 29 30 31 32

IMGVR_UViG_3300008537_000022|3300008537|Ga0111051_100321: 15,306-27,528 (+)

24 25 26 27 28 29 30 31 32 33 34

SRS104962_a1_ct19700_vs01: 15,306-26,857 (+)

24 25 26 27 28 29 30 31 32 33

IMGVR_UViG_3300008136_000423|3300008136|Ga0113979_100284|10638-58878: 15,307-27,391 (+)

24 25 26 27 28 29 30 31 32 33 34

IMGVR_UViG_2814123096_000004|2814123096|2814176209|2105526-2153340: 15,322-30,358 (+)

24 25 26 27 28 29 30 31 32 33 34 35 36 37 3839 40 41 42 43

IMGVR_UViG_2814123088_000002|2814123088|2814175713|775013-822827: 15,322-30,358 (+)

24 25 26 27 28 29 30 31 32 33 34 35 36 3738 39 40 41 42

MGV-GENOME-0299558: 15,320-28,889 (+)

24 25 26 27 28 29 30 31
holin (CDS_0032)

3334 35 36 37 38

IMGVR_UViG_3300014025_000005|3300014025|Ga0119800_100419: 15,152-28,752 (+)

24 25 26 27 28 29 30 31 32 33 3435 36 37

IMGVR_UViG_3300007194_000212|3300007194|Ga0103269_100193|6931-52313: 15,327-25,190 (+)

24 25 26 27 28 29 30 31 32 33

ivig_2595: 15,316-29,377 (+)

24 25 26 27 28 29 30 31 32 33 34
PDC-M09A_WP_204150028.1 (CDS_0035)

36 37 38

IMGVR_UViG_647533168_000002|647533168|647536977|249231-295383: 15,316-25,407 (+)

24 25 26 27 28 29 30 31

6000 nt

DNA, RNA and nucleotide metabolism lysis tail unknown function defence (PADLOC) tRNA pseudogene


