
IMGVR_UViG_3300008688_000230|3300008688|Ga0111559_1000028|226-45882: 25,366-34,102 (+)

35 36

nucleoside triphosphate pyrophosphohydrolase (CDS_0037)

38 39

anti-CRISPR-Cas (AcrVIA2) (CDS_0040)

SspD_00001 SspD (CDS_0041)
42 43

nucleotide kinase (CDS_0044)

RM__Type_I_S_51 (CDS_0045)
DNA methyltransferase (CDS_0046)

47
48

49 50 51 52

SRS051244_a1_ct26461_vs01: 17,832-30,954 (+)

tail protein
23 24 25 26 27 31 32

anti-CRISPR-Cas (AcrVIA2) (CDS_0033)

SspD_00001 SspD (CDS_0034)
35 36

nucleotide kinase (CDS_0037)
RM__Type_I_S_51 (CDS_0038)

DNA methyltransferase (CDS_0039)

IMGVR_UViG_2651869710_000002|2651869710|2651893857|1333849-1379937: 30,153-34,032 (+)

46 47 49 53

IMGVR_UViG_2814123088_000002|2814123088|2814175713|775013-822827: 28,340-37,847 (+)

46

anti-CRISPR-Cas (AcrVIA2) (CDS_0047)

48 49 50
ParB-like partition protein (CDS_0051)

phosphoadenosine phosphosulfate reductase (CDS_0052)

53 54 57

MGV-GENOME-0300065: 20,995-30,708 (+)

32 33 3435 36 37
ParB-like partition protein (CDS_0038)

phosphoadenosine phosphosulfate reductase (CDS_0039)

40 41 43

IMGVR_UViG_3300008279_000174|3300008279|Ga0114263_1000106: 26,012-36,110 (+)

36

anti-CRISPR-Cas (AcrVIA2) (CDS_0037)

38 39 40
HNH endonuclease (CDS_0041)

RNA polymerase beta subunit (CDS_0042)

43 44 45 46 47

IMGVR_UViG_3300007220_000025|3300007220|Ga0104054_100395: 26,008-35,122 (+)

40

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0041)

42
DNA methyltransferase (CDS_0043)

44 45 46 47 50

IMGVR_UViG_3300014025_000005|3300014025|Ga0119800_100419: 26,734-37,563 (+)

41
HNH endonuclease (CDS_0042)
RNA polymerase beta subunit (CDS_0043)

44 45 46
ParB-like partition protein (CDS_0047)

phosphoadenosine phosphosulfate reductase (CDS_0048)

49 50 51

IMGVR_UViG_2675903555_000001|2675903555|2675988402|85874-131617: 25,837-35,071 (+)

40 41
HNH endonuclease (CDS_0042)
RNA polymerase beta subunit (CDS_0043)

44 45 46 47 48

IMGVR_UViG_3300011986_000009|3300011986|Ga0119795_1000246: 17,177-33,852 (+)

22 24 25 26 27 30 31 32

anti-CRISPR-Cas (AcrVIA2) (CDS_0033)

34
HNH endonuclease (CDS_0035)

RNA polymerase beta subunit (CDS_0036)

37 38 39
ParB-like partition protein (CDS_0040)

phosphoadenosine phosphosulfate reductase (CDS_0041)

42 43 44 45

MGV-GENOME-0281300: 16,075-29,830 (+)

21 23 27 28
HNH endonuclease (CDS_0029)
RNA polymerase beta subunit (CDS_0030)

31 32 33 34 35 36 37 38 41 43

SRS042589_a1_ct8072: 26,778-35,384 (+)

41 42 43 44
HNH endonuclease (CDS_0045)
RNA polymerase beta subunit (CDS_0046)

47 48 49

IMGVR_UViG_2634166401_000001|2634166401|2634536689|995174-1040579: 24,607-35,276 (+)

38 39 40 41
HNH endonuclease (CDS_0042)
RNA polymerase beta subunit (CDS_0043)

44 45 46 47 48 49 50

6000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)

tRNA


