RNA polymerase (CDS_0010)
tail fiber protein (CDS_0040) oMTase_00015 orphan (CDS_0048) dUTPase (CDS_0011)
42 terminase large subunit (CDS_0001) RNAponmerase(CDS_OOL))endorﬁcTease(CDS_0015)
38 39 4174344 45 46 47 | 49 2 3 45 6 7 8 | | 1213 14 |
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IMGVR_UViG_3300044556_000129|3300044556|Ga0455775_000304: 28,948-41,480 (+); 1-11,672 (+)
terminase large subunit (CDS_0001)
2 3 45 6 7 8 RNApolymerase (CDS_0009)
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IMGVR_UViG_3300043822_000038|3300043822|Ga0455828_0367: 1-11,545 (+)

dCTP deaminase (CDS_0003)
terminase large subunit (CDS_0001) nucleotide kinase (CDS_0012)
TPR_III-A_2 (CDS_0002) 4 5 67 8 9 RNA polymerase (CDS_0010) 16
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IMGVR_UViG_3300045988_156992|3300045988|Ga0495776_170336: 1-15,104 (+)

tRNA-Leu(TAG)
42 41 40 393837 36 35 3433 RNApolymerase (CDS 0032)
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IMGVR_UViG_3300045988_130663|3300045988|Ga0495776_178622:25,925-38,442 (-)

1 23 4 5 6 7 8 RNA polymerase (CDS_0009)
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MGV-GENOME-0255901: 117-10,615 (+)
retron_type_VI_hth_cluster2_1 (CDS_0035)
36
38 37 T 34 RNA polymerase (CDS_0033)
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MGV-GENOME-0299031:27,403-36,108 (-)
terminase large subunit (CDS_0001)

2 3 4 5 6 7 RNApolymerase (CDS_0008)
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SAMN10080902_al ct1748:1-11,228 (+)
terminase large subunit (CDS_0001)
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(+)
terminase large subunit (CDS_0001)
2 3 4 5 RNA polymerase (CDS_0006)
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IMGVR_UViG_3300045988_141791|3300045988|Ga0495776_127908: 1-8,299 (+)
retron_type_VI_hth_cluster2_1 (CDS_0007)
terminase large subunit (CDS_0001)
23 45 6 8 9 10 11 12 RNA polymerase (CDS_0013)
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uvig_105585:1-13,789 (+)
dCTP deaminase (CDS_0003)

terminase large subunit (CDS_OOOi)
TPR_III-A_2(CDS_0002) 4 5 6 7 8 9 1011 1213 RNA polymerase (CDS_0014)
I I e ————— I EEE N . [ —

SAMNO0792056_al ct16161 vs1:1-17,782 (+)
terminase large subunit (CDS_0001)
2 34 5 6 7 RNApolymerase (CDS_0008)
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IMGVR_UViG_3300045988_122671|3300045988|Ga0495776_179448:1-11,586 (+)
retron_type_VI_hth_cluster2_1 (CDS_0002)

1 3 4 6 7 RNA polymerase (CDS_0008)
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MGV-GENOME-0251097:387-8,779 (+)
terminase large subunit (CDS_0003)
terminase large subunit (CDS_0001)
2 4 5 6 RNA polymerase (CDS_0007)
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MGV-GENOME-0257372:1-7,318 (+)
terminase large subunit (CDS_0003)

1 2 4 5 RNA polymerase (CDS_0006)
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MGV-GENOME-0284405: 1-7,102 (+)
terminase large subunit (CDS_0003)
terminase large subunit (CDS_0001)

2 4 5 RNA polymerase (CDS_0006)
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IMGVR _UViG_3300045988_141789|3300045988|Ga0495776_170860: 1-7,102 (+)
terminase large subunit (CDS_0003)
terminase large subunit (CDS_0001)
dCTP deaminase (CDS_0007)
TPR_III-A_2 (CDS_0006)
2 45 | 8 RNA polymerase (CDS_0009)
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SAMNO5414963 a1l ct3461 vs1:1-9,973(+)

terminase large subunit (CDS_0003)
terminase large subunit (CDS_0001)
2 4 5 RNA polymerase (CDS_0006)
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IMGVR_UViG_3300030463 000014|3300030463|Ga0238598_1004: 1-9,751 (+)

terminase large subunit (CDS_0001)
2
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MGV-GENOME-0227115:1-3,428 (+)
RNA polymerase (CDS_0001)
40 3 DNA primase/helicase (CDS_0008)
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MGV-GENOME-0232657:32,633-33,839 (+); 1-6,761 (+)
nucleotide kinase (CDS_0003)
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MGV-GENOME-0275563:2,710-7,237 (+)
9000 nt i
DNA, RNA and nucleotide metabolism head and packaging other tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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