
MGV-GENOME-0251097: 8,791-18,265 (+)

14 DNA primase/helicase (CDS_0015) 16
anaerobic ribonucleoside reductase large subunit (CDS_0017)

18 DNA polymerase I (CDS_0019) 20
HEase_00033 homing (CDS_0021)

22 23 24
exonuclease (CDS_0025)

26

MGV-GENOME-0299031: 17,938-27,355 (-)

HEase_00033 homing (CDS_0020)21DNA polymerase I (CDS_0022)

MGV-GENOME-0250214: 10,306-20,168 (+)

DNA polymerase I (CDS_0018)
endonuclease VII (CDS_0019)

HEase_00033 homing (CDS_0020)

IMGVR_UViG_3300045988_156992|3300045988|Ga0495776_170336: 14,808-24,058 (+)

DNA polymerase I (CDS_0021)
endonuclease VII (CDS_0022)

23 24

MGV-GENOME-0232657: 4,834-13,691 (+)

DNA polymerase I (CDS_0012) 1314

IMGVR_UViG_3300030463_000014|3300030463|Ga0238598_1004: 9,763-19,634 (+)

DNA polymerase I (CDS_0017)

HNH endonuclease (CDS_0018)
DNA polymerase I (CDS_0019)

HEase_00033 homing (CDS_0020)

IMGVR_UViG_3300045988_141791|3300045988|Ga0495776_127908: 8,347-17,415 (+)

17 DNA polymerase I (CDS_0018)

uvig_130853: 3,044-13,778 (+)

5 endonuclease (CDS_0006)
anaerobic ribonucleoside reductase large subunit (CDS_0010)

11 12 DNA polymerase I (CDS_0014) HEase_00033 homing (CDS_0015)

4000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)


