
IMGVR_UViG_3300045988_106012|3300045988|Ga0495776_084083: 7,622-23,686 (+)

major tail protein (CDS_0011)
12 13 14 15 virion structural protein (CDS_0016) 17 18 19 20 21 22 23 24

endolysin (CDS_0025)
26

IMGVR_UViG_3300029085_000004|3300029085|Ga0169201_100165: 7,622-23,118 (+)

16 17 18 19 20 22

TemPhD_cluster_33323: 7,225-21,134 (+)

tail terminator (CDS_0010) 15 virion structural protein (CDS_0017) 18 19 20

MGV-GENOME-0250944: 8,595-23,358 (+)

19 21 endolysin (CDS_0024)

uvig_426104: 7,671-23,407 (+)

virion structural protein (CDS_0015) 16 17 18

MGV-GENOME-0216845: 8,738-24,939 (+)

22 23 24 25 28 29 30 31 32
HNH endonuclease

MGV-GENOME-0212776: 8,604-24,544 (+)

21 22 23 24

MGV-GENOME-0209430: 8,604-24,345 (+)

21 22 23 24 27 HNH endonuclease (CDS_0030)

MGV-GENOME-0322862: 8,693-23,985 (+)

22 23 24 27 28 29

ivig_2983: 8,693-23,678 (+)

22 23 24 25

IMGVR_UViG_3300045988_129752|3300045988|Ga0495776_154450: 9,035-24,017 (+)

22 23 24

uvig_189507: 9,061-23,773 (+)

22 23 24 endolysin (CDS_0027)

OTU_2882: 8,604-23,599 (+)

21 22 23 24

IMGVR_UViG_2744055085_000001|2744055085|2744116876|360109-396657: 8,685-23,671 (+)

22 23 24

IMGVR_UViG_3300028997_000102|3300028997|Ga0169671_100001|98486-135656: 8,693-23,684 (+)

22 23 24 25

MGV-GENOME-0246910: 8,693-22,227 (+)

virion structural protein (CDS_0017) 22 23 24 25

IMGVR_UViG_3300029412_000252|3300029412|Ga0243915_100115|250-34771: 9,004-25,364 (+)

22 23 24 29
lipoprotein (CDS_0030)

31

IMGVR_UViG_3300045988_099821|3300045988|Ga0495776_182648: 8,604-25,851 (+)

21 22 23 28 29

MGV-GENOME-0205268: 8,604-24,628 (+)

21 22 23 28 29
nucleotide kinase (CDS_0030)

MGV-GENOME-0203278: 8,604-25,186 (+)

21 22 23 29 30 31

IMGVR_UViG_3300029419_000304|3300029419|Ga0243913_100029|55127-90733: 9,004-26,255 (+)

22 23 24
ribonuclease toxin of AT system (CDS_0030)

31

uvig_317438: 9,043-22,712 (+)

22 23 24

uvig_246782: 8,600-22,025 (+)

21 22 23

IMGVR_UViG_2747842549_000001|2747842549|2747854589|346889-383437: 7,711-23,670 (+)

virion structural protein (CDS_0017) 18
19

20 21 23 24 25

IMGVR_UViG_2907569226_000001|2907569226|2907569236|181576-218116: 8,604-23,566 (+)

21 22

uvig_161167: 8,694-23,135 (+)

22
Reverse transcriptase (CDS_0023)

24

MGV-GENOME-0306530: 8,694-24,455 (+)

22 23 24

uvig_485509: 8,604-23,132 (+)

21 Reverse transcriptase (CDS_0022)

uvig_423843: 8,684-23,082 (+)

22

IMGVR_UViG_3300007108_000008|3300007108|Ga0102731_100315: 9,013-22,589 (+)

22 23

uvig_310214: 7,622-23,051 (+)

virion structural protein (CDS_0016) 17 18 19 20 22

MGV-GENOME-0261100: 7,672-23,638 (+)

16 virion structural protein (CDS_0017) 18 19 20

MGV-GENOME-0253071: 7,225-23,731 (+)

15 virion structural protein (CDS_0016) 17 18 19

uvig_394160: 7,556-22,824 (+)

virion structural protein (CDS_0016) 17 18 19

IMGVR_UViG_3300045988_099719|3300045988|Ga0495776_162725: 7,622-22,906 (+)

virion structural protein (CDS_0016) 17 18 19

uvig_24778: 7,622-23,546 (+)

virion structural protein (CDS_0016) 17 18 19

MGV-GENOME-0238033: 7,624-21,756 (+)

virion structural protein (CDS_0016) 17 18 19

uvig_394641: 7,622-23,783 (+)

virion structural protein (CDS_0016) 17 18 19

MGV-GENOME-0243791: 7,622-22,887 (+)

virion structural protein (CDS_0016) 17 18 19

MGV-GENOME-0224063: 7,622-23,452 (+)

virion structural protein (CDS_0016) 17 18 19

MGV-GENOME-0255054: 7,622-22,919 (+)

virion structural protein (CDS_0016) 17 18 19

uvig_361214: 7,670-20,927 (+)

virion structural protein (CDS_0016) 17 18 19

uvig_361413: 7,622-20,878 (+)

virion structural protein (CDS_0016) 17 18 19

IMGVR_UViG_2721755679_000001|2721755679|2721801246|318666-355603: 7,225-22,920 (+)

14 15 virion structural protein (CDS_0017) 18 19 20

uvig_576847: 8,684-22,717 (+)

18 19 22 23 24

uvig_189739: 8,685-23,145 (+)

22 23 24

MGV-GENOME-0263937: 8,599-23,234 (+)

21

IMGVR_UViG_3300045988_092912|3300045988|Ga0495776_187610: 8,993-23,234 (+)

19

IMGVR_UViG_2864534915_000001|2864534915|2864534917|91047-126759: 8,595-22,894 (+)

21 22

6000 nt

DNA, RNA and nucleotide metabolism connector head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail unknown function


