lipoprotein (CDS_0032)

endolysin (CDS_0024) 34
20 21 2223 2526 27 28 29 30 31 33 3536 37
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IMGVR_UViG_3300045988_114575|3300045988|Ga0495776_180052: 18,108-31,072 (+)
21 26 27 28 29 30 31

MGV-GENOME-0300260: 18,1@31,072 (+)
ribonuclease toxin of AT system (CDS_0027)
tRNA-Met(CAT)
26 28 [29 30 31 32 33 34 35 36 37 38 39 40

uvig_1223:18,108-39,378 (+)
ribonuclease toxin of AT system (CDS_0027)
endolysin (CDS_0024)
26 28 29 30 31

] T — .
TemPhD_cluster_50877:17,612-29,181 (+)

ribonuclease toxin of AT system (CDS_0028)
22 27 29 30313233

I I B B BN S B N E— I —
IMGVR_UViG_2864539049_000001|2864539049|2864539051|91051-127395:17,966-29,738 (+)
ribonuclease toxin of AT system (CDS_0027)
26| 28 29303132
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IMGVR_UViG_2864526607_000001|2864526607|2864526610|189547-226399: 17,701-29,486 (+)
ribonuclease toxin of AT system (CDS_0027)

26| 28 29303132 38 39
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IMGVR_UViG_3300014511_000023|3300014511|Ga0169877_10001|87154-124141: 18,096-30,672 (+)
ribonuclease toxin of AT system (CDS_0027)
26 28 29 303132 35
&} | ;| ;] — I I

I ||
uvig_449792:17,688-29,902 (+)
ribonuclease toxin of AT system (CDS_0028)
ZlT 29 30 31 32 lipoprotein (CDS_0033) 39
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uvig_397027:18,408-31,312 (+)

22 28 29 30 31 32

I . _—
uvig_179465:18,556-28,848 (+)
ribonuclease toxin of AT system (CDS_0027)

26 ] 28 29 30 3132 33 34 3536 37 38
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uvig 394111:18,128-34,444 (+)

ribonuclease toxin of AT system (CDS_0027) 32
26| 28 29 30 31]33
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IMGVR_UViG_3300045988_106634|3300045988|Ga0495776_008860: 17,408-30,802 (+)
ribonuclease toxin of AT system (CDS_0029)
28 30 31 32 33 34
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SAMN11031370 a1 ct361: 18,186-31,640 (+)
ribonuclease toxin of AT system (CDS_0028)

277 29 30 3132
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uvig_400334: 17,408-29,797 (+)
29
27 28]
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MGV-GENOME-0255054: 17,408-26,753 (+)
ribonuclease toxin of AT system (CDS_0029)
28 | 30 31 32
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IMGVR_UViG_3300029085_000004|3300029085|Ga0169201_100165:17,605-29,847 (+)

ribonuclease toxin of AT system (CDS_0027)
26 | 28 293031 32 33
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IMGVR_UViG_642555107_000001|642555107]642555182|1321453-1358840: 18,104-29,885 (+)

ribonuclease toxin of AT system (CDS_0027)
26 28 2930 31 32 33

OTU_3622: 18,099-30,578 (+)
ribonuclease toxin of AT system (CDS_0027)
26 28 29 30 31 32
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IMGVR_UViG_3300029525_000006|3300029525|Ga0244942_100167:18,106-30,329 (+)
ribonuclease toxin of AT system (CDS_0027)
26| 28 29 30 313233
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MGV-GENOME-0250944: 17,879-29,738 (+)
ribonuclease toxin of AT system (CDS_0027)

26 28 29 30 313233
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IMGVR_UViG_3300045988_099365|3300045988|Ga0495776_015683: 17,879-29,738 (+)

ribonuclease toxin of AT system (CDS_0026)
25 27 2829 30 31

uvig 426104:17,928-29,668 (+)
ribonuclease toxin of AT system (CDS_0028)
32
27 | 29 30 31733343536
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IMGVR_UViG_3300029604_000282|3300029604|Ga0245147_100068|138456-176746:18,163-31,114 (+)
ribonuclease toxin of AT system (CDS_0028)
27 29 303132 33 lipoprotein (CDS_0034)

I
uvig_485509: 17,634-30,035 (+)
ribonuclease toxin of AT system (CDS_0031)
.’QT 32 3334 35 36 37lipoprotein (CDS_0038)

i
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IMGVR_UViG_3300028997_000102|3300028997|Ga0169671_100001]98486-135656: 21,586-30,385 (+)

ribonuclease toxin of AT system (CDS_0029)
28 30 31 32 33 3435 36 37

-
uvig 223872:18,147-33,964 (+)

26 27 2829 30 31
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uvig 180242:18,106-31,356 (+)
ribonuclease toxin of AT system (CDS_0027)
26 [ 28 29303132
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IMGVR_UVIiG_2864549913 000001|2864549913|2864549917|23649-60423: 17,701-29,408 (+)
27 28 2930 31

uvig 202547:18,159-28,872 (+)
ribonuclease toxin of AT system (CDS_0028) 32
271 29 30 31 3334 35
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IMGVR_UViG_3300029765_000239|3300029765|Ga0243842_100039|14371-52705: 17,408-29,823 (+)
28
2627 29
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MGV-GENOME-0243791:17,408-27,173 (+)

26
24257 27
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IMGVR _UViG_3300045988_092912|3300045988|Ga0495776_187610:17,707-27,483 (+)
ribonuclease toxin of AT system (CDS_0027)
31
26| 28 2930] 32
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MGV-GENOME-0263937:17,707-29,222 (+)

endolysin (CDS_0025)
26 2728 29 30
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uvig_121484:18,079-28,075 (+)

ribonuclease toxin of AT system (CDS_0030)
22 23 29 31 32 33 34 35
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uvig_576847:17,232-29,894 (+)
ribonuclease toxin of AT system (CDS_0031)
30 32 33 34 35
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IMGVR_UViG_3300045988_085156|3300045988|Ga0495776_086910:21,621-29,797 (+)
ribonuclease toxin of AT system (CDS_0029)
28] 30 31 32 33 34 35 36 37 38 39 40
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uvig_316593:17,581-37,176 (+)
28 2930 31 32 33 34
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MGV-GENOME-0271302: 18,103-29,239 (+)
ribonuclease toxin of AT system (CDS_0031)
30| 32 33 3435 36

L < 11 1 N _____J] I — I
IMGVR _UVIiG_2541047014 000001|2541047014|2541072237|452416-490050: 21,586-30,065 (+)
31
30[32 3334 35
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ivig 2983:21,586-29,145 (+)

ribonuclease toxin of AT system (CDS_0031)
C@T 32 3334 35 36 42
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IMGVR_UViG_3300029414_000259|3300029414|Ga0243798_100007|201738-239473:21,593-30,387 (+)
30 3132 33 34

L1 5 1
uvig_442751_:21,593-29,400 (+)
endolysin (CDS_0026)
2829

I I
MGV-GENOME-0250901: 19,389-27,244 (+)
ribonuclease toxin of AT system (CDS_0031) 38
30| 32 333435 36 37 [3940 41
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IMGVR_UViG_3300014895_000010|3300014895|Ga0169831_10008|87876-126993:21,110-32,019 (+)

ribonuclease toxin of AT system (CDS_0029)
28 30 31 32 3334 35 36 37 38 39 40 41 42 46
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uvig_370422:18,099-37,917 (+)
ribonuclease toxin of AT system (CDS_0029)
28 | 30 31 32 3334 35 36 37 38 39 40 41
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uvig_310214:17,555-38,643 (+)

ribonuclease toxin of AT system (CDS_0025)
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uvig 227411:17,707-36,527 (+)
terminase small subunit (CDS_0039) 47
ribonuclease toxin of AT system (CDS_0029) transposase (CDS_0034) 40 46
28] 30 31 32 33 35 36 37 38 T41 4243 4445 | 4849 50 51 52
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IMGVR _UViG_3300015183 000020|3300015183|Ga0183251 109571:18,181-41,456 (+)
terminase small subunit (CDS_0035) 43
ribonuclease toxin of AT system (CDS_0029) 36 42
28 30 31 32 33 34 137 3839 4041[ | 4445 46 47 48
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IMGVR_UViG_3300015183_000043|3300015183|Ga0183251_109571(4299-49176:18,181-37,158 (+)

endolysin (CDS_0024) 2728 29

!

uvig_160002: 17,435-25,952 (+)
endolysin (CDS_0025)
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IMGVR_UViG_3300045988_099719|3300045988|Ga0495776_162725:17,422-25,625 (+)
endolysin (CDS_0024) 27

I S EE— N N S E——
uvig_515002:17,339-25,404 (+)

endolysin (CDS_0024) 25 28 29

—— ;|
uvig_356312:17,628-26,250 (+)

26
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IMGVR_UViG_3300045988_135006|3300045988|Ga0495776_086188:18,106-29,401 (+)

endolysin (CDS_0024)
I . 1§ 1 1 & ;BB |
MGV-GENOME-0276334:17,177-26,046 (+)

ribonuclease toxin of AT system (CDS_0027)

endolysin (CDS_0024) | 28
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uvig 394160:17,342-26,947 (+)

2728 29 30 34

MGV-GENOME-0261100: 18,1529,458 (+)
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IMGVR_UViG_3300045988_127066|3300045988|Ga0495776_167856:18,154-29,458 (+)
endolysin (CDS_0024) 29

I S E— | — E——
uvig_176079:17,329-25,067 (+)

endolysin (CDS_0024)

— — 1 LT ]
MGV-GENOME-0238033:17,329-24,733 (+)
endolysin (CDS_0024) 25 2627 28 29 30
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uvig_361214:17,081-28,219 (+)
25 2627 28 29 30
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uvig_361413:17,036-29,159 (+)

endolysin (CDS_0027)
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uvig_189739:17,659-26,601 (+)
endolysin (CDS_0027)
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IMGVR_UViG_3300045988_129752|3300045988|Ga0495776_154450: 18,533-27,095 (+)
endolysin (CDS_0027)
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IMGVR_UViG_3300029419_000304|3300029419|Ga0243913_100029|55127-90733: 18,502-26,613 (+)
ribonuclease toxin of AT system (CDS_0030)
holin (CDS_0028)
endolysin (CDS_0027)
| 29 31 34 35 36 373839 40 41
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uvig 317438:18,879-37,521 (+)
endolysin (CDS_0025)

E—— — IS DS SEeeeee  E—
ivig_1090: 18,106-27,368 (+)

ribonuclease toxin of AT system (CDS_0031)
30 [ 32 33343536 41
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IMGVR_UViG_2747842549_000001|2747842549|2747854589|346889-383437:18,184-30,299 (+)

ribonuclease toxin of AT system (CDS_0030)
29 31 323334 35
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IMGVR _UVIG_2744055085_000001|2744055085|2744116876|360109-396657: 18,185-30,299 (+)
ribonuclease toxin of AT system (CDS_0028)
27 | 29 3031 32
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MGV-GENOME-0290855: 18,102-29,819 (+)
holin (CDS_0027)
endolysin (CDS_0026)
| 28 293031 32 33
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uvig 246782:18,175-29,824 (+)

31 33
30  32[ 34 35 363738 39 40
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IMGVR_UVIG_3300045988_122410|3300045988|Ga0495776_146828: 21.430-30,383 (+)
27
26 [28 29 30 3132 33 34
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MGV-GENOME-0270053: 18,108-31,267 (+)

endolysin (CDS_0027)

29 3031 3233

——— T
uvig_189507:18,515-29,224 (+)

25 26
] N S — | —
MGV-GENOME-0222502: 18,106-25,298 (+)
virion structural protein (CDS_0016) transposase (CDS_0024)
15 \ 17 18 19 cas12f2_V-F_3 (CDS_0023) 2526 27
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IMGVR_UViG_3300045988_108299|3300045988|Ga0495776_101316:12,078-27,528 (+)
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