
uvig_189739: 28,385-33,163 (+)

40 41 42 HNH endonuclease (CDS_0043)
DEDDh_I_II_III_IV_V_VI_1 (CDS_0044)

45 46 47 48 49 50 51 WhiB3 (VF0288) (CDS_0052)

uvig_356312: 28,560-32,906 (+)

nucleotide kinase (CDS_0043)
44 45

TemPhD_cluster_50878: 29,718-34,769 (+)

44 45 46 47

MGV-GENOME-0221471: 24,065-29,327 (+)

34 35 37 38 39 40

MGV-GENOME-0254309: 28,640-33,594 (+)

43 44 45 50 51

MGV-GENOME-0209430: 22,683-27,418 (+)

33 34

ivig_2983: 29,682-34,680 (+)

48 49 50 55

IMGVR_UViG_642555107_000001|642555107|642555182|1321453-1358840: 30,422-35,162 (+)

46 47 49

ivig_2783: 29,604-34,310 (+)

42 43 44

MGV-GENOME-0159747: 14,811-19,302 (+)

32 33

MGV-GENOME-0280252: 28,542-33,454 (+)

47 48

IMGVR_UViG_3300045988_091492|3300045988|Ga0495776_154247: 28,634-33,472 (+)

46

IMGVR_UViG_3300045988_105449|3300045988|Ga0495776_154189: 28,647-33,373 (+)

45

OTU_2882: 30,709-34,695 (+)

49

uvig_515002: 27,550-33,532 (+)

43 44 45 48 49

uvig_179465: 28,862-34,215 (+)

44 45 46 47 48 49

MGV-GENOME-0216845: 23,155-28,520 (+)

35 36 37 38 39

MGV-GENOME-0191166: 18,029-23,962 (+)

26 31 32 33 34 35 36

IMGVR_UViG_3300014895_000010|3300014895|Ga0169831_10008|87876-126993: 30,163-36,640 (+)

46 47 52 53 54 55 56

IMGVR_UViG_3300028997_000102|3300028997|Ga0169671_100001|98486-135656: 29,948-34,942 (+)

49 50 53

MGV-GENOME-0243791: 26,634-31,361 (+)

40 42 43

MGV-GENOME-0159444: 14,004-19,052 (+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0026)

uvig_121484: 27,545-32,751 (+)

DNA polymerase exonuclease subunit (CDS_0041)
42

IMGVR_UViG_3300029604_000282|3300029604|Ga0245147_100068|138456-176746: 30,575-35,603 (+)

47 48 49

IMGVR_UViG_2864554029_000001|2864554029|2864554031|97459-134379: 28,798-34,233 (+)

42 43 44 45

MGV-GENOME-0252989: 29,468-34,765 (+)

41 45 46

MGV-GENOME-0290855: 28,838-34,144 (+)

44

uvig_449792: 29,366-35,052 (+)

39 46 47

2000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) virulence (VFDB)


