
uvig_74189: 10,639-25,893 (+)

DNA transposition protein (CDS_0020)

21 22
23

24 25

transcriptional repressor (CDS_0026)

27 28 29
30

31
32

33

anti-RM (APIS136) (CDS_0034)

35 36
37

38 3940

uvig_539101: 10,876-22,552 (+)

transcriptional repressor (CDS_0026)
27

28
29

30

uvig_119636: 10,824-22,436 (+)

transcriptional repressor (CDS_0026)
27

28
29

30 33

uvig_185550: 10,869-23,724 (+)

ATPase
19 24 25 26 27 28

29
30

uvig_64180: 10,880-22,042 (+)

25 26 31

IMGVR_UViG_3300029704_000343|3300029704|Ga0245212_100004|298330-342186: 9,556-28,005 (+)

21 24 25 26 27 28 29 30 31 32 33 36

uvig_194406: 9,556-22,721 (+)

24 25 26 27 28 29 30

uvig_80615: 10,003-24,772 (+)

24 25 26
27

28 29 30

uvig_377681: 10,012-28,967 (+)

24 25 26
27

28 29 30

anti-RM (APIS136) (CDS_0031)

38

ivig_3936: 10,605-24,824 (+)

transcriptional repressor (CDS_0026)
27

Sigma L (VF0855) (CDS_0028)
29

30 31 32

uvig_564570: 9,559-27,738 (+)

transcriptional repressor (CDS_0024)

OqxA_adapt_sub-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit OqxA (NF000272.1) (CDS_0025)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (CDS_0026)

27
28

29 30 31 36

uvig_120622: 10,860-29,345 (+)

25 26 27 28 29 30 31 32 33 34

IMGVR_UViG_3300029051_000267|3300029051|Ga0169669_100048|67694-112534: 10,860-28,893 (+)

25 26 27 28 29 30 31 32 33

SAMEA2580088_a1_ct70785_vs1: 10,860-38,352 (+)

25 26 27 28 29 30 31
Purine synthesis (VF0811) (CDS_0032)

33

PhoH-like phosphate starvation-inducible (CDS_0034)

35 36 37 38 39 40 41 42

uvig_47650: 9,998-28,091 (+)

24 25 26 27 28
29

30 31

OTU_2025: 9,999-24,262 (+)

23 24 25 26 27 28

IMGVR_UViG_3300007806_000144|3300007806|Ga0105890_100085|3-47694: 10,011-31,755 (+)

25 26
27

28 29 30 31 32 33 34 35 36

uvig_444686_: 10,039-25,090 (+)

transcriptional repressor (CDS_0025) 26 27 28 29 30 32

IMGVR_UViG_3300029553_000108|3300029553|Ga0245115_100303: 9,556-40,966 (+)

22 23 24
Specificity_I_00017 Type (CDS_0025)

PDC-S31_WP_063883643.1 (CDS_0026)

27 28

Specificity_I_00085 Type (CDS_0029)

30 31 32 33

PDC-M69A_WP_216276383.1 (CDS_0034)

RM__Type_I_REases_FAM_0.einsi_trimmed (CDS_0035)
MTase_I_00016 Type (CDS_0036)

PDC-M04A_WP_207706624.1 (CDS_0037)
PDC-M04B_WP_154897924.1 (CDS_0038)

39 40 41
42

43 44 45

OTU_3746: 9,555-22,253 (+)

24 28 29

uvig_46632: 10,951-25,109 (+)

24 25 26 27 29
endolysin (CDS_0030)

31 32

anti-RM (APIS136) (CDS_0033)

34

10000 nt

integration and excision lysis other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)

AMR (AMRFinderPlus) tRNA


