single strand annealing protein (CDS_0062) 75
DNA polymerase (CDS_0060) 61 63 64 65 6667 6869 70 717273 74 T76 77
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Minot_Diet SRR5088933 NODE 8_length_60507_cov_787.838153:39,721-50,981 (+)
363738 39 40 41
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MGV-GENOME-0287144:17,417-28,587 (+)
65 66 67
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MGV-GENOME-0333462: 39,736-51,390 (+)
53 54 55 56

——— ——— ———§—— — . — 1
MGV GENOME-0328639:31,356-42,957 (+)
65 66 67

MGV GENOME-0333855:39,101-51,333 (+)
51 53

MGV-GENOME-0317919:31,349-43 265( )
oMTase_00003 orphan (CDS_0068)
70 71 72

MGV-GENOME-0340323:43,811-55,883 (+)
55 56 61 64 65 66
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OTU_646:38,447-49,656 (+)
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DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)




