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MGV-GENOME-0297003: 43,294-45,858 (-)
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MGV-GENOME-0272514: 34,148-40,768 (-)
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efflux_ABUW_0982-NCBIFAM chloramphenicol efflux transporter CxpE (NF045801.1) (CDS_0048)

uvig_520815: 29,612-35,777 (-)
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MGV-GENOME-0277928: 1-4,533 (+)
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MGV-GENOME-0268081: 35,641-39,914 (-)
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MGV-GENOME-0257213: 34,424-37,761 (-)
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MGV-GENOME-0247583: 31,109-36,341 (-)
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MGV-GENOME-0249933: 29,622-36,732 (-)
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IMGVR_UViG_3300045988_172410|3300045988|Ga0495776_080006: 2-6,102 (-)
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NinI-like serine-threonine phosphatase (CDS_0004)
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IMGVR_UViG_3300045988_169625|3300045988|Ga0495776_080129: 2-5,287 (-)
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NinI-like serine-threonine phosphatase (CDS_0004)
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MGV-GENOME-0140219: 3-6,969 (-)
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RNA ligase (CDS_0003)

45
NinI-like serine-threonine phosphatase (CDS_0006)

11integrase (CDS_0012)

MGV-GENOME-0142433: 3-9,367 (-)

retron_type_VI_hth_cluster2_1 (CDS_0001)

PDC-M69A_WP_216276383.1 (CDS_0002)
metallo-phosphoesterase (CDS_0003)
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RNA ligase (CDS_0008)
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NinI-like serine-threonine phosphatase (CDS_0011)

MGV-GENOME-0098909: 12,128-15,550 (+)
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MGV-GENOME-0091217: 2-3,007 (-)
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MGV-GENOME-0147345: 13,116-20,149 (+)

NinI-like serine-threonine phosphatase (CDS_0028)
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MGV-GENOME-0137602: 106-6,833 (-)

ParB-like partition protein (CDS_0001)2345

MGV-GENOME-0239267: 2-10,264 (+)

1 2 3 4
DnaB-like replicative helicase (CDS_0005)

DnaD-like helicase loader (CDS_0006)
MADS__mad1 (CDS_0007)
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MGV-GENOME-0248664: 29,276-36,520 (-)
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DnaD-like helicase loader (CDS_0046)
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