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MGV-GENOME- 0199461 6,793-21,663 (+)
major tail protein (CDS_0012)
13 14 tail protein (CDS_0015) tail fiber protein (CDS_0018) 19 terminase small subunit (CDS_0024)
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Sak-like ssDNA annealing protein (CDS_0029)
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uvig_268823: 15 729-28,809 (+)
RusA-like Holliday junction resolvase (CDS_0030)
Sak-like ssDNA annealing proWCDS_OOZ?)
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uvig_158395: 16,965-28,310 (+)
Sak-like ssDNA annealing protein (CDS_0028)
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RusA-like Holliday junction resolvase (CDS_0030)
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RusA-like Holliday junction resolvase (CDS_0035)
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uvig 161447:16,966-31,416 (+)
RusA-like Holliday junction resolvase (CDS_0031)

Sak-like ssDNA annealing protein (CDS_0030)
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MGV- GENOME 0216374:16,885-30,891 (+)
RusA-like Holliday junction resolvase (CDS_0030)
Sak-like ssDNA annealing protein (CDS_0029)
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MGV-GENOME-0216619: 16,885-29,330 (+)
RusA-like Holliday junction resolvase (CDS_0030)
Sak-like ssDNA annealing protein (CDS_0029)
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uvig_223833: 16,134-27,780 (+)
RusA-like Holliday junction resolvase (CDS_0032)
Sak-like ssDNA annealing protein (CDS_0031)
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uvig_159655:16,965-30,643 (+)
RusA-like Holliday junction resolvase (CDS_0030)

Sak-like ssDNA annealing protein (CDS_0029)
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MGV- GENOME 0223220:16,219-23,120 (+)
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