MazG-like pyrophosphatase (CDS_0081)
64 65 66 67 68 69 70 71 72 73 74 75 76 77 78 79 80 82 83 84 85

uvig_573833:45,913-53,658 (+)
45 50 51 52 53 54 55 56 57 58 59 60

MGV-GENOME-0303011:31,962-40,915 (+)
70 71 72 73 74 75 76 77 78 79 80
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uvig_574508:46,197-55,001 (+)

71 72 73 74 75 76 77 78 79

MGV-GENOME-0332714:46,103-53,920 (+)
66 67 68 69 70 71 72 73 74 75 76 77 78 79

SAMN10290176_a1_ct37948_vs1:43,913-52,680 (+)
64 65 66 67 68 69 70 71 72 73 74 75 76
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MGV-GENOME-0331784:44,391-53,228 (+)

64 65 66 67 68 69 70 71 72 73 74 75 76 77

Kang_0037_STO01_A_NODE_4 length_58870_cov_319.682054:43,414-52,251 (+)
65 66 67 68 69 70
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73 7475 76 77 78 79

\MGVR UViG_3300045988_171677|3300045988|Ga0495776_036211:44,158-53 060( )

62 63 64 65 66 67 68 69 70 71 72 73 74
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MGV-GENOME-0331314: 40,646-50,667 (+)
63 64 65 66 67 68 69

IMGVR_UViG_3300045988_177181|3300045988|Ga0495776_037235: 43,897-50,801 (+)
60 61 62 63 64
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uvig_21245:42,780-49,684 (+)
64 68 69 70 71 72 73 74 75 76 77 78 82 84 85 86

— —— —— — ———— —— — —————————— §——— —— N By ]
uvig_592468:46,227-55,626 (+)
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other unknown function
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