HNH endonuclease (CDS_0100) anaerobic ribonucleoside reductase large subunit (CDS_0115)
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MGV-GENOME-0370420: 68,751-81,921 (+)

Lar-like restriction alleviation protein (CDS_0108)
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Lar-like restriction alleviation protein (CDS_0105)
PDC-M11B_WP_204471233.1 (CDS_0100)
103 107 110
letA_00002 (CDS_0096) 97 98 99 101 1QT 104 @TlOS 109—\71111712 113114

— —
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