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IMGVR_UViG_3300029717_000429|3300029717|Ga0245160_1000147|6642-112907: 69,569-81,561 (+)
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IMGVR_UViG_3300045988_090719|3300045988|Ga0495776_141356: 70,984-82,917 (+)
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MGV-GENOME-0360778: 55,802-65,391 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


