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HNH endonuclease (CDS_0083)
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MGV-GENOME-0368432: 62,854-70,476 (+)
HNH endonuclease (CDS_0078)
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MGV-GENOME-0370337:61,472-72,085 (+)
HNH endonuclease (CDS_0078)
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IMGVR UVIG 3300045988 090719|3300045988\GaO495776 141356 61,472-72,085 (+)
73 79 80 81 82 83 84 85 86

©
~

IMGVR_UViG_3300045988_109255|3300045988|Ga0495776_168601: 60,622-70,580 (+)
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81 82 83 84 85 86 87

MGV-GENOME-0372304: 63,908-73,641 (+)
69 74 75 76 77 78 79 80

MGV-GENOME-0370420: 60,168-69,852 (+)

transcriptional repressor (CDS_0077)
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MGV-GENOME-0370959: 58,852-69,018 (+)
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MGV-GENOME-0370459: 60,841-66,831 (+)
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