nucleotide kinase (CDS_0125)
RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0120) 123
115 116 117 118 119 121122 | 124 126 127

1 I
IMGVR_UViG_3300029307_000002|3300029307|Ga0167511_100073:79,332-85,932 (+)
anaerobic ribonucleoside reductase large subunit (CDS_0115)

MGV-GENOME-0370959: 77,447-85,288 (+)
112 RM_Type_ll_Type_ll_MTases_ FAM_1(CDS_0113) cas12f2_V-F_2(CDS_0117) 118

e
MGV-GENOME-0370420:77,197-84,032 (+)
115 116 117 119

i
f

IMGVR_UViG_3300045988_105000|3300045988|Ga0495776_102569:81,497-87,737 (+)
73 74 75 76 77 79 80 81

E
|

S-AM N09781731_al_ct32030_vs1:63,470-71,701 (+)
114 115

[ e
MGV-GENOME-0372304:81,723-87,790 (+)

102

1
MGV-GENOME-0369824:73,136-79,439 (+)

104 105

| ——
MGV-GENOME-0370459:75,443-78,745 (+)

3000 nt |
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder)
I




