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SAMEA2737763_al ct13068 vs1:4,943-17,129 (+)
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MGV-GENOME-4351743:4,944-17,420 (+)
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MGV-GENOME-0123343:4,941-16,872 (+)
RusA-like Holliday junction resolvase (CDS_0016)
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MGV-GENOME-0136466:4,946-18,221 (+)
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MGV-GENOME-0169958:4,938-22,602 (+)
endolysin (CDS_0019)
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SAMNOO0791979_al_ct52499 vs1:4,938-23,421 (+)
endolysin (CDS_0019)
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uvig 257719:4,939-18,872 (+)
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OTU_6216:4,944-17,525 (+)
endolysin (CDS_0018)
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endolysin (CDS_0019)
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MGV-GENOME-0185099:4,953-18,702 (+)

endolysin (CDS_0019)
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uvig_146992:4,941-21,323 (+)
endolysin (CDS_0019)
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SAMEA2737703_al_ct17449 vs1:4,941-19,824 (+)

endolysin (CDS_0019)
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MGV-GENOME-0141796:4,944-18,870 (+)

endolysin (CDS_0019)
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SAMNO06164869_al_ct35160_vs1:4,938-19,223 (+)
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OTU_7450:4,940-12,894 (+)
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MGV-GENOME-0173677:4,939-21,514 (+)
endolysin (CDS_0020)
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MGV-GENOME-0143145:4,941-18,979 (+)

major tail protein (CDS_0008) tail protein (CDS_0013) 17
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MGV-GENOME-0138153:4,105-14,130 (+)

uvig_99841:4,943-13,721 (+)
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