
MGV-GENOME-0168127: 5,830-16,765 (+)

7 8 9 10 11 12 13

phosphoadenosine phosphosulfate reductase (CDS_0014)

15 16
replication initiation protein (CDS_0017)

18 19 20 DS-15__DS-15A (CDS_0021)

MGV-GENOME-0152193: 5,830-14,619 (+)

12 13

MGV-GENOME-0175442: 5,830-17,816 (+)

12
transposase (CDS_0013)

14

phosphoadenosine phosphosulfate reductase (CDS_0015)

16

MGV-GENOME-0173551: 5,829-17,402 (+)

12 1314 15 16

MGV-GENOME-0170061: 5,829-17,041 (+)

12 13 14 15 16 17

MGV-GENOME-0154174: 5,830-14,878 (+)

12 13 14 15 16 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0017)

MGV-GENOME-0153545: 5,830-14,797 (+)

12 13 14 15 16 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0017)

MGV-GENOME-0157462: 5,830-15,313 (+)

tail length tape measure protein (CDS_0012)
13 14 15 16 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0017)

MGV-GENOME-0160205: 5,830-15,682 (+)

12 13 14 15 16 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0017)

MGV-GENOME-0156474: 5,829-15,181 (+)

12 13 14 15 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

uvig_501099: 4,208-11,974 (+)

12 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0013)

MGV-GENOME-0158240: 5,829-15,418 (+)

12 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0013)

uvig_177823: 5,316-15,956 (+)

12 13 14

MGV-GENOME-0192448: 5,830-20,488 (+)

12 13 14 tail protein (CDS_0015) RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

MGV-GENOME-0184569: 5,829-19,209 (+)

12 13 14 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0015)

MGV-GENOME-0185351: 5,830-19,716 (+)

12 13 14 15 16 17 22

MGV-GENOME-0184414: 5,830-19,179 (+)

12 13 14 15 16 17 18 19 20 21 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0022)

MGV-GENOME-0169803: 5,829-19,138 (+)

12 13 14 15 16 20 22 23

MGV-GENOME-0154884: 5,829-17,104 (+)

12
transposase (CDS_0013)

14 15

MGV-GENOME-0147537: 5,829-16,141 (+)

12 13 19

5000 nt

DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder)


