
TemPhD_cluster_52559: 19,553-29,796 (+); 1-2,292 (+)

128 29 30 31 32 33 34integrase (CDS_0035)
transcriptional regulator (CDS_0036)

Cox-like excisionase and repressor (CDS_0037)

38 39 40 41

IMGVR_UViG_2906149884_000002|2906149884|2906149905|9126-39531: 20,338-30,405 (+)

integrase (CDS_0031)
transcriptional regulator (CDS_0032)

Cox-like excisionase and repressor (CDS_0033)

34 replication initiation protein (CDS_0037)

IMGVR_UViG_2627854164_000004|2627854164|2627920356|5325950-5357992: 22,992-32,042 (+)

32 integrase (CDS_0036)
transcriptional regulator (CDS_0037)

Cox-like excisionase and repressor (CDS_0038)

39

TemPhD_cluster_28516: 19,470-28,397 (+); 1-5,096 (+)

2 3 4 5 6
portal protein (CDS_0007)

terminase large subunitintegrase (CDS_0032)

Cox-like excisionase and repressor (CDS_0033)

35 36
replication initiation protein (CDS_0037)

DksA-like zinc-finger protein (CDS_0038)

IMGVR_UViG_2531839384_000007|2531839384|2531893158|66594-97243: 17,073-29,575 (+)

22 tail fiber protein (CDS_0023) 24 29 30 33 35

IMGVR_UViG_2617271331_000001|2617271331|2617366833|210513-241608: 21,887-31,095 (+)

29 31 32
integrase (CDS_0033)

Cox-like excisionase and repressor (CDS_0035)

36 38

TemPhD_cluster_33842: 20,569-30,727 (+)

transcriptional regulator (CDS_0029)
30 integrase (CDS_0031)

IMGVR_UViG_2811995341_000005|2811995341|2812090451|23215-54689: 21,916-31,474 (+)

31 32 integrase (CDS_0033)

TemPhD_cluster_38052: 21,932-31,486 (+)

transcriptional regulator (CDS_0031)
32 integrase (CDS_0033)

IMGVR_UViG_2687453587_000002|2687453587|2687454389|2048430-2081628: 23,841-33,198 (+)

32 33 integrase (CDS_0034)

IMGVR_UViG_3300036825_000141|3300036825|Ga0376697_0000003|324420-357506: 23,800-33,086 (+)

transcriptional regulator (CDS_0032)
PtuB1_00041 Unknown (CDS_0033)

integrase (CDS_0034)

IMGVR_UViG_3300011727_000024|3300011727|Ga0120942_100005|106028-138098: 21,995-32,070 (+)

transcriptional regulator (CDS_0033)
34 integrase (CDS_0035)

IMGVR_UViG_3300029257_000234|3300029257|Ga0168675_100002|863492-896414: 23,991-32,922 (+)

transcriptional regulator (CDS_0034)
35 integrase (CDS_0036)

IMGVR_UViG_2703719347_000004|2703719347|2703782256|82855-117658: 22,811-34,803 (+)

33 34 35 integrase (CDS_0036)

TemPhD_cluster_62939_: 22,811-32,793 (+)

transcriptional regulator (CDS_0033)
34 integrase (CDS_0035)

IMGVR_UViG_2654587598_000005|2654587598|2654595094|3915-35807: 22,524-31,892 (+)

32 33 integrase (CDS_0034)

IMGVR_UViG_2534682327_000010|2534682327|2534820807|91703-124447: 22,523-32,744 (+)

transcriptional regulator (CDS_0031)
32 33 integrase (CDS_0034)

IMGVR_UViG_3300031418_000774|3300031418|Ga0308166_1000173|2-31063: 21,300-31,061 (+)

transcriptional regulator (CDS_0031)32 33 integrase (CDS_0034)

IMGVR_UViG_2811995305_000002|2811995305|2812087093|67032-98343: 22,035-31,311 (+)

32 33 integrase (CDS_0034)

IMGVR_UViG_3300048929_000802|3300048929|Ga0496126_0000825|86-29650: 21,724-29,564 (+)

transcriptional regulator (CDS_0030)
31

TemPhD_cluster_63103_: 22,035-32,107 (+)

transcriptional regulator (CDS_0032)
33 34 35 integrase (CDS_0036)

IMGVR_UViG_2671180447_000005|2671180447|2671230149|1-30786: 21,962-30,785 (+)

34
35

36
integrase (CDS_0037)

IMGVR_UViG_2663763503_000005|2663763503|2663866460|36225-66751: 21,961-30,526 (+)

33
34

35

IMGVR_UViG_2667527746_000007|2667527746|2667561289|78315-108736: 21,961-30,421 (+)

33
34

35 40

IMGVR_UViG_2724678966_000002|2724678966|2724686852|91690-123947: 22,296-32,257 (+)

32 33 integrase (CDS_0034)

IMGVR_UViG_2518645555_000002|2518645555|2518681419|2669550-2700837: 21,676-31,287 (+)

31 integrase (CDS_0032)

IMGVR_UViG_2721755753_000005|2721755753|2721801398|2622035-2651521: 19,922-29,486 (+)

30 integrase (CDS_0031)

uvig_589830: 22,128-32,351 (+)

33
Reverse transcriptase (CDS_0034)

integrase (CDS_0035)

uvig_369760: 22,217-31,100 (+)

32 integrase (CDS_0033)

IMGVR_UViG_3300013498_000020|3300013498|Ga0120909_100001|434923-465465: 21,401-30,542 (+)

transcriptional regulator (CDS_0031) 32 integrase (CDS_0033)

IMGVR_UViG_3300011234_000029|3300011234|Ga0120772_100002|537915-567345: 20,619-29,430 (+)

32 integrase (CDS_0033)

IMGVR_UViG_3300011690_000012|3300011690|Ga0120983_10001|237580-267629: 21,236-30,049 (+)

30 31
integrase (CDS_0032)

uvig_370614: 19,022-32,017 (+)

transcriptional regulator (CDS_0030)
31 32

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0033)

34 integrase (CDS_0035)

IMGVR_UViG_2870490042_000002|2870490042|2870490042|1745073-1781322: 22,811-36,249 (+)

transcriptional regulator (CDS_0033)

34
transposase (CDS_0035)

36 37 integrase (CDS_0038)

IMGVR_UViG_2576861714_000004|2576861714|2576916148|468980-500089: 20,216-31,109 (+)

31 32 33
transposase (CDS_0034)

35

IMGVR_UViG_2751185949_000006|2751185949|2751261117|72967-102943: 20,216-29,976 (+)

31 32 33 34

IMGVR_UViG_3300031414_000687|3300031414|Ga0308168_1000304|38572-68014: 21,168-29,442 (+)

transcriptional regulator (CDS_0031) 32

IMGVR_UViG_2571042643_000003|2571042643|2571135353|1032563-1062575: 21,558-30,012 (+)

integrase (CDS_0030)
Cox-like excisionase and repressor (CDS_0032)

33 34

IMGVR_UViG_2728369402_000002|2728369402|2728434825|2614916-2645160: 19,473-30,244 (+)

27 28 integrase (CDS_0029) 32 33

TemPhD_cluster_43982: 21,397-32,158 (+)

transcriptional regulator (CDS_0031)
32 integrase (CDS_0033)

IMGVR_UViG_3300014095_000052|3300014095|Ga0121530_100018|79691-111252: 22,537-31,561 (+)

Cox-like excisionase and repressor (CDS_0034)
35 36

IMGVR_UViG_2585428186_000001|2585428186|2585515397|890296-921272: 21,153-30,976 (+)

32 integrase (CDS_0033)

TemPhD_cluster_63394_: 19,742-30,861 (+)

transcriptional regulator (CDS_0028)
DRT_2__drt2 (CDS_0029) integrase (CDS_0030)

IMGVR_UViG_3300013664_000027|3300013664|Ga0121129_10001|216682-247685: 21,003-31,003 (+)

transcriptional regulator (CDS_0029)
30 31 integrase (CDS_0032) 35

IMGVR_UViG_2938203419_000002|2938203419|2938203441|257201-291311: 23,244-34,110 (+)

31 32 33 integrase (CDS_0034)

IMGVR_UViG_2916255364_000003|2916255364|2916255364|1920665-1954865: 23,527-34,200 (+)

30 31 32 integrase (CDS_0033)

IMGVR_UViG_3300027111_000271|3300027111|Ga0209281_1000498|4722-38367: 23,067-33,645 (+)

28 29 integrase (CDS_0030)

IMGVR_UViG_3300048924_000609|3300048924|Ga0496121_0000966|12876-44464: 20,888-30,759 (+)

transcriptional regulator (CDS_0030)
31 32 integrase (CDS_0033)

IMGVR_UViG_2837339500_000004|2837339500|2837339534|14970-47110: 23,290-32,140 (+)

31
integrase (CDS_0032)

IMGVR_UViG_2657244962_000001|2657244962|2657251418|304564-335289: 21,677-30,725 (+)

29
30

31 integrase (CDS_0032)

IMGVR_UViG_2845710400_000001|2845710400|2845710414|36620-68070: 26,749-31,450 (+)

36

IMGVR_UViG_3300048924_000188|3300048924|Ga0496121_0001746: 22,042-35,495 (+)

31
PtuA1_00039 AAA (CDS_0032)

PtuB1_00043 Unknown (CDS_0033)

34 35 36 integrase (CDS_0037)

IMGVR_UViG_3300048923_000082|3300048923|Ga0496120_0001186: 20,805-33,162 (+)

31 32 33 34 35 36 integrase (CDS_0037)

SAMEA2579957_a1_ct6566_vs1: 23,842-36,249 (+)

transcriptional regulator (CDS_0031)
32 33 34 35 36 integrase (CDS_0037)

SAMN01773327_a1_ct7324_vs1: 21,047-34,249 (+)

30 31
FbpABC (VF0272) (CDS_0032)

33 34 integrase (CDS_0035)

SAMN09781705_a1_ct157460_vs1: 22,128-35,049 (+)

33
Reverse transcriptase (CDS_0034)

35 36 37 38 integrase (CDS_0039)

IMGVR_UViG_2627854066_000005|2627854066|2627912720|2179933-2213411: 22,126-33,478 (+)

33
Reverse transcriptase (CDS_0034)

35 36 integrase (CDS_0037)

IMGVR_UViG_3300011458_000012|3300011458|Ga0122830_100008|8509-38950: 20,242-30,441 (+)

29
transcriptional regulator (CDS_0031)

32 integrase (CDS_0033)

MGV-GENOME-0227052: 20,094-30,517 (+)

transcriptional regulator (CDS_0030)
31 integrase (CDS_0032)

TemPhD_cluster_51930: 21,246-32,714 (+)

31 32 integrase (CDS_0033)

IMGVR_UViG_3300042923_001770|3300042923|Ga0456365_0000025|111345-143326: 20,989-31,981 (+)

RM_Type_II__Type_II_REase09 (CDS_0031) integrase (CDS_0032)

IMGVR_UViG_2751185945_000006|2751185945|2751260723|74027-104056: 19,394-30,029 (+)

30 integrase (CDS_0031)

IMGVR_UViG_3300011674_000008|3300011674|Ga0120786_100006|59416-90984: 22,097-31,568 (+)

transcriptional regulator (CDS_0031)
AbiT__AbiTii (CDS_0032)

integrase (CDS_0033)

IMGVR_UViG_3300045215_000115|3300045215|Ga0485426_00597|9112-44486: 21,695-35,374 (+)

transcriptional regulator (CDS_0032)
33 34 35 36 integrase (CDS_0037)

IMGVR_UViG_3300046548_000056|3300046548|Ga0491264_00068|17800-50271: 21,695-32,471 (+)

transcriptional regulator (CDS_0032)
33 34 integrase (CDS_0035)

TemPhD_cluster_30626: 20,889-32,390 (+)

tail length tape measure protein (CDS_0030)
transcriptional regulator (CDS_0033)

34 integrase (CDS_0035)

TemPhD_cluster_44105: 19,856-31,450 (+)

transcriptional regulator (CDS_0031)
PDC-S58_WP_202223243.1 (CDS_0032)

integrase (CDS_0033)

IMGVR_UViG_3300036825_000148|3300036825|Ga0376697_0000017|151216-183203: 21,996-31,987 (+)

transcriptional regulator (CDS_0033)34 integrase (CDS_0035)

IMGVR_UViG_2576861716_000007|2576861716|2576916213|160-33085: 22,144-32,925 (+)

36
PDC-S31_WP_089217355.1 (CDS_0037)

integrase (CDS_0038)

TemPhD_cluster_63246_: 20,675-31,495 (+)

transcriptional regulator (CDS_0031)
32 33 integrase (CDS_0034)

IMGVR_UViG_3300042006_000106|3300042006|Ga0439432_000064: 20,633-32,778 (+)

transcriptional regulator (CDS_0033)
AbiT__AbiTii (CDS_0034) integrase (CDS_0035) cysH_IV-B_1 (CDS_0041)

IMGVR_UViG_2731957863_000005|2731957863|2732019253|21400-53275: 21,052-31,875 (+)

34 35 integrase (CDS_0036)

IMGVR_UViG_2751185930_000002|2751185930|2751259538|74797-105594: 20,675-30,797 (+)

31 32 integrase (CDS_0033)

IMGVR_UViG_2636415825_000002|2636415825|2636473950|904156-937854: 18,896-32,869 (+)

29 30 31 32 33 integrase (CDS_0034)

TemPhD_cluster_63089_: 20,423-32,173 (+); 1-1,995 (+)

transcriptional regulator (CDS_0031)
DRT_2__drt2 (CDS_0032) integrase (CDS_0033)

IMGVR_UViG_2681812869_000001|2681812869|2681821665|228885-261875: 20,410-32,990 (+)

29 30 31 32 integrase (CDS_0033)

IMGVR_UViG_3300030512_000016|3300030512|Ga0268257_1000739: 20,862-34,173 (+)

transcriptional regulator (CDS_0032)
33 34 35 36 integrase (CDS_0037)

IMGVR_UViG_3300027606_000017|3300027606|Ga0209370_1000802: 20,994-34,305 (+)

transcriptional regulator (CDS_0032)
33 34 35 36 integrase (CDS_0037)

IMGVR_UViG_3300042922_000702|3300042922|Ga0456363_0001957: 21,124-35,602 (+)

transcriptional regulator (CDS_0032)
33 34 35 36 37 38 integrase (CDS_0039)

IMGVR_UViG_3300003857_000008|3300003857|Ga0058693_1000119: 20,556-33,470 (+)

31 32 33 integrase (CDS_0034)

IMGVR_UViG_3300027718_000177|3300027718|Ga0209795_10000193|6457-38689: 20,555-32,232 (+)

31 32 integrase (CDS_0033)

IMGVR_UViG_3300030512_000015|3300030512|Ga0268257_1000727: 21,314-34,707 (+)

33 34 35 36 integrase (CDS_0037)

IMGVR_UViG_2571042878_000003|2571042878|2571155343|138229-171190: 20,457-32,961 (+)

29 30 31 32 33 34 35 integrase (CDS_0036)

IMGVR_UViG_2737471870_000004|2737471870|2737502923|101872-134741: 22,286-32,019 (+)

32 33 34 integrase (CDS_0035) 38 39

IMGVR_UViG_2912045955_000004|2912045955|2912045955|3186140-3219655: 22,943-33,515 (+)

33 36 37 38 41 replication initiation protein (CDS_0042)

IMGVR_UViG_2563366847_000004|2563366847|2563393370|471155-503963: 20,386-31,986 (+)

32 33 34 integrase (CDS_0035)

IMGVR_UViG_2874319281_000003|2874319281|2874319299|157442-190274: 21,525-32,832 (+)

34 35 integrase (CDS_0036)

IMGVR_UViG_2773857889_000004|2773857889|2773874078|1887225-1920525: 20,361-32,450 (+)

33 34 35 integrase (CDS_0036)

SAMN01773469_a1_ct4884_vs1: 21,588-36,699 (+)

transcriptional regulator (CDS_0033)

34
DS-33__DS-33 (CDS_0035)

36 37 38 39 40 41 integrase (CDS_0042)

IMGVR_UViG_2869822064_000003|2869822064|2869822064|1523067-1552666: 20,583-29,599 (+)

30 31 integrase (CDS_0032)

TemPhD_cluster_52673: 19,626-28,832 (+)

30 31 integrase (CDS_0032)

IMGVR_UViG_2884403191_000003|2884403191|2884403191|4571201-4600408: 19,616-29,207 (+)

cation efflux protein (CDS_0031) integrase (CDS_0032)

IMGVR_UViG_2703719350_000006|2703719350|2703782736|196943-228825: 23,352-31,882 (+)

35
36

integrase (CDS_0037)

TemPhD_cluster_30768: 20,500-29,708 (+)

transcriptional regulator (CDS_0033)
34 integrase (CDS_0035)

IMGVR_UViG_2859662220_000005|2859662220|2859662220|3896603-3927550: 21,286-30,947 (+)

30
integrase (CDS_0031)

32 33

uvig_315463: 21,193-31,274 (+)

transcriptional regulator (CDS_0032)
33

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0034)

35 integrase (CDS_0036)

IMGVR_UViG_3300030930_000008|3300030930|Ga0316159_10065: 22,057-32,032 (+)

transcriptional regulator (CDS_0032)
33 34 integrase (CDS_0035) 40

IMGVR_UViG_2663763164_000008|2663763164|2663823509|43939-76287: 22,146-32,348 (+)

32 33 36 37 integrase (CDS_0038)

IMGVR_UViG_2721755770_000009|2721755770|2721801439|4650368-4682212: 21,246-31,844 (+)

32

cation efflux protein (CDS_0033)
integrase (CDS_0034)

35

Cox-like excisionase and repressor (CDS_0036)

39 40

TemPhD_cluster_63992: 17,927-27,859 (+); 1-2,298 (+)

integrase (CDS_0029)
transcriptional regulator (CDS_0030)

Cox-like excisionase and repressor (CDS_0031)

IMGVR_UViG_3300011834_000047|3300011834|Ga0121064_100176|13666-43041: 16,278-29,095 (+)

tail fiber protein (CDS_0023)
tail fiber assembly protein (CDS_0024)

25 30

IMGVR_UViG_3300031088_000306|3300031088|Ga0308157_10002083: 25,339-35,385 (+)

32

Rz-like spanin (CDS_0033)
tail terminator (CDS_0034)

35 36 37 38 integrase (CDS_0039)

IMGVR_UViG_3300011919_000058|3300011919|Ga0120792_100002|802231-832368: 20,114-30,137 (+)

30 integrase (CDS_0031)
transcriptional regulator (CDS_0032)

transcriptional regulator (CDS_0033)

IMGVR_UViG_2912034945_000007|2912034945|2912034945|3207702-3237700: 21,180-29,998 (+)

30
transcriptional regulator (CDS_0031)

transcriptional regulator (CDS_0032)

IMGVR_UViG_2737471829_000009|2737471829|2737497512|142631-173841: 22,370-31,210 (+)

34 transcriptional regulator (CDS_0036)

IMGVR_UViG_2675903403_000003|2675903403|2675970957|80-34493: 22,352-34,413 (+)

33 34 35

transcriptional regulator (CDS_0036)
transcriptional regulator (CDS_0037)

38 39

IMGVR_UViG_2731957872_000003|2731957872|2732019678|28994-60798: 22,352-31,804 (+)

33 34

transcriptional regulator (CDS_0035)
transcriptional regulator (CDS_0036)

37 38

SAMN01112473_a1_ct10981_vs1: 20,114-26,343 (+)

30

IMGVR_UViG_2872108161_000001|2872108161|2872108161|2525449-2556576: 17,869-30,298 (+)

tail protein (CDS_0022)
23 28 29 integrase (CDS_0030)

6000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


