
IMGVR_UViG_2718218367_000003|2718218367|2718229099|1480699-1524074: 31,696-39,305 (+)

excisionase
38 39 40 41 42 43

excisionase (CDS_0044)
45 46 47 48 49 50 51 DksA-like zinc-finger protein (CDS_0052)

IMGVR_UViG_2511231165_000003|2511231165|2511244623|4188014-4227734: 26,555-35,650 (+)

36 39 43

IMGVR_UViG_2597489934_000009|2597489934|2597520133|4489-48134: 32,063-39,572 (+)

47 48 52

TemPhD_cluster_50173: 26,753-35,662 (+)

45

IMGVR_UViG_2579778731_000009|2579778731|2579808206|65789-113052: 36,224-42,992 (+)

51 53 55 anti-repressor Ant (CDS_0056)

TemPhD_cluster_49017_: 31,307-36,424 (+)

38 DNA methyltransferase (CDS_0039) 44

TemPhD_cluster_60961: 30,606-34,618 (+)

37 38

IMGVR_UViG_2582580921_000003|2582580921|2582669782|743289-783198: 29,676-33,123 (+)

36 37 38

TemPhD_cluster_21773: 29,156-34,181 (+)

35 SspBCDE__SspD (CDS_0036) 37

IMGVR_UViG_2687453547_000002|2687453547|2687454313|2390855-2437937: 33,484-40,296 (+)

48 SspBCDE__SspD (CDS_0049) 50 DNA methyltransferase (CDS_0051)

IMGVR_UViG_2695420489_000012|2695420489|2695437947|94040-140697: 32,718-38,789 (+)

45 DNA methyltransferase (CDS_0046)

IMGVR_UViG_2645727567_000004|2645727567|2645736531|5019229-5062005: 29,667-35,953 (+)

37 DNA methyltransferase (CDS_0038)

IMGVR_UViG_2912997783_000001|2912997783|2912997783|335745-382524: 32,687-38,035 (+)

40 41

IMGVR_UViG_2675903518_000015|2675903518|2675985272|367997-410657: 30,525-35,873 (+)

39 40 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0041)

IMGVR_UViG_2690316016_000008|2690316016|2690328856|41075-90053: 33,922-41,217 (+)

44 45 46 47 52

IMGVR_UViG_2671180317_000002|2671180317|2671213651|110809-158241: 32,293-40,481 (+)

43 44
MTase_II_00074 Type (CDS_0045)

46 icity0040 RT (CDS_0047)
Avd protein of DGR (CDS_0048)

49 50 56

3000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


