excisionase (CDS_0038)
drt-UG17 DRT (CDS_0030) 39
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IMGVR_UVIG 2912997783 OOOOOl|2912997783\2912997783|335745 382524:18,178-37,283 (+)
excisionase (CDS_0037)

27 28 29 30 31 32 33 34 35 36 | 40  RM_ Type_ll_Type_ll_MTases_FAM_0 (CDS_0041)
CPE_boc—oc i FEODC K Gl _ac]

IMGVR _UViG_2675903518 000015(2675903518|2675985272|367997-410657:18,178-34,753 (+)
membrane protein (CDS_0033)
excisionase (CDS_0035)
27 2829 30 31 32 34 T 37 DNA methyltransferase (CDS_0038)
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IMGVR_UVIG_ 2645727567 000004] 264572756 72645736531 |5019229-5062005: 18.469-35.201 (+)
transposase (CDS_0029)
27 28 "] 30 31 3233 34 excisionase (CDS_0035)
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IMGVR_UViG_2684623234_000005|2684623234|2684693395|2409905-2450219: 18,181-32,741 (+)
27 28 29 30 3132 33  excisionase (CDS_0034)
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IMGVR_UVIG_2511231165_000003|2511231165|2511244623|4188014-4227734:18,181-32,147 (+)
MTase_lI_00039 Type (CDS_0029)

REase_l1_00191 Type (CDS_0031) 37excisionase (CDS_0039)
27 28 Tase_|1_.00124 Type (CDS_0030) 32 33 34 35 36( 38 T 41
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IMGVR_UViG_2721755680_000003|2721755680]2721801247|1480696-1525311:18,181-37,041 (+)
MTase_lI_00039 Type (CDS_0029)

REase_I_00191 Type (CDS_0031) 35
27 28 Tase_|1_.00124 Type (CDS_0030) 32 33 34( 36 excisionase (CDS_0037)
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IMGVR_UViG_2718218367_000003|2718218367]2718229099|1480699-1524074: 18,181-35,802 (+)

2728 29 30 31T 33 excisionase (CDS_0034)

IMGVR_UViG_2687453349_000004|2687453349|2687453919|1491311-1530803: 18,448-31,997 (+)
integrase (CDS_0038)

27 28 29 30 31 32 33 34 35 3(;( excisionase (CDS_0039)
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IMGVR_UVIG_2597489934_000009|2597489934]2597520133|4489-48134:18,175-36,105 (+)
MTase_lI_00039 Type (CDS_0029)

31
27 28 30 [32 33 34 35  excisionase and transcriptional regulator (CDS_0036)
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TemPhD_cluster_50173:18,181-32,183 (+)
excisionase and transcriptional regulator (CDS_0034)

anti-CRISPR-Cas (AcrIF11) (CDS_0030)

272829 [ 31 32 33 35 DNA methyltransferase (CDS_0036) 42 43
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TemPhD_cluster_50134: 18,448-32,976 (+)

excisionase (CDS_0033)
SspBCDE__SspD (CDS_0036)
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TemPhD_cluster_21773:18,181-33,429 (+)

2728 29 30  excisionase (CDS_0031)
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IMGVR_UViG_2700989385_000003|2700989385|2701045793|2483375-2520107: 18,181-29,194 (+)

excisionase (CDS_0031)
2728 29 30 35 36
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IMGVR_UViG_2888801269_000006|2888801269|2888801269|809842-846573: 18,181-29,193 (+)
Gabija_GajB_3 (CDS_0032)
GajA_00042 AAA (CDS_0033) excisionase (CDS_0036)
2728 29 30 31 | 34 35 | 38

TemPhD_cluster_49017_: 18,448-35,753 (+)
RosmerTA_RmrA_2634932349 (CDS_0031) excisionase (CDS_0034)
2728 29 30 32 33 ] 36 37 38
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IMGVR_UViG_2582580921_000003|2582580921]2582669782|743289-783198: 18,436-32,452 (+)

GajA_00031 AAA (CDS_0031) excisionase (CDS_0035)
Rz-like spanin (CDS_0027) 28 29 30 GajB_00040 UrvD (CDS_0032) 33 34 T 37
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TemPhD_cluster_60961:18,178-33,947 (+)
27 28 29 30 31 32 3334 35 36 37 38 39 40 41 42 43 45 46
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IMGVR _UViG_2872534562_000007|2872534562|2872534562|4878681-4928476: 18,180-40,017 (+)
27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42
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IMGVR_UViG_2690316016_000008|2690316016|2690328856|41075-90053: 17,808-39,200 (+)
Rz-like spanin (CDS_0027) 28 29 30 3132 33 34 35 36 37 38 39 40 41
b DBC HODPDDCTL O DA
IMGVR_UViG_2671180317_000002|2671180317|2671213651|110809-158241: 18,448-32,412 (+)
anti-CRISPR-Cas (AcrlF6) (CDS_0029)
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27T T31 32 33 34 35 3637 38 39 40 41 42 43 44 45 46
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IMGVR_UViG_2657245489 OOOOlS|2657245489\2657305861I60905 109095: 18,439-39,570 (+)
anti-CRISPR-Cas (AcrIF6) (CDS_0029)
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IMGVR _UVIG 2695420489 000012|2695420489\2695437947|9404O 140697 18,433-38,037 (+)
Avd protein of DGR (CDS_0044)
icity0040 RT (CDS_0043)
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IMGVR_UVIG_2579/78731.000009]257977873112579808206/65789-113052: 18.433-39,591 (+)
anti-CRISPR-Cas (AcrIF6) (CDS_0029)
28 31 tail protein (CDS_0036)
27| 30 32 3334 35 37
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IMGVR_UViG_2687453547_000002|2687453547|2687454313|2390855-2437937: 18,447-27,851 (+)
8000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)
— I —_—

defence (PADLOC) anti-defence (dbAPIS)




