ParB-like partition protein (CDS_0078) 79 80 81 82 83 84 85

Microbacterium_phage_Pulchra: 48,241-52,817 (+)

80 82 83

Microbacterium_phage_Busephilis: 47,698-52,509 (+)

81 83 84

Microbacterium_phage_Savannah: 48,166-53,107 (+)

ParB-like partition protein 84 87 88

Microbacterium_phage_Scumberland: 48,682-53,274 (+)

NC_047976.1:47,996-52,670 (+)
77 83 84

Microbacterium_phage_Shotgun: 47,500-52,394 (+)

Microbacterium_phage_Jayden: 47,644-53,063 (+)

Microbacterium_phage_Tyrumbra: 48,644-53,683 (+)

80 82 83 84

NC_047988.1:48,723-53,856 (+)

Microbacterium_phage_Ariadne: 48,626-53,667 (+)

Microbacterium_phage_RobsFeet: 48,933-53,790 (+)

85 86
Y
Microbacterium_phage_Teamocil: 48,273-53,348 (+)

86 87
T . I — I
Microbacterium_phage_NoodlelyBoi: 48,324-53,343 (+)
84 85 86
e Y

Microbacterium_phage_Piperis: 47,904-52,976 (+)

Microbacterium_phage_Honeyfin: 47,526-52,671 (+)

o]
o

Microbacterium_phage_ClearAsMud: 48,615-52,985 (+)

Microbacterium_phage_Phrancesco: 48,754-53,253 (+)
2000 nt
DNA, RNA and nucleotide metabolism other unknown function
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