HNH endonuclease (CDS_0106)

tRNA-Met(CAT)
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IMGVR_UViG_3300045988_147029|3300045988|Ga0495776_122364:84,255-92,381 (+)
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MGV-GENOME- 0372003 85,066-92,188 (+)
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RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0098)
DNA methyltransferase (CDS_0100)
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MGV-GENOME-0371707:81,448-91,681 (+)
4000 nt !
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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