Kil protein for bacterial septation inhibition (CDS_0036)
transcriptional repressor (CDS,6032)
tail fiber assembly protein (CDS_0022) L
transcriptional repressor (CDS_0031)
anti-RM (APIS111) (CDS_0028)
tail fiber protein (CDS_%21)
DNA invertase (CDS_0023)
bése‘plajté wedge subunit
transposase (CDS_0030)

25
26 DNltr‘arLsposition protein (CDS_0034)
24 |27 | 29| | | 33 |35 hostnucleaseinhibitor (CDS_0037)

- NN IE E . I ms
IMGVR_UViG_2711768000_000005|2711768000|2711768027:18,755-31,667 (+)
transcriptional repressor (CDS_0030)
29 transcriptional repressor (CDS_0031)

- I N N N | EE— s
IMGVR_UViG_2734482581_000008|2734482581|2734673638:18,755-31,096 (+)
transcriptional repressor (CDS_0031)
transposase (CDS_0029) transcriptional repressor (CDS_0032)
transposasTe 7(CD§,0030)

- I IE . I ~d
IMGVR_UViG_2706794677_000006(2706794677|2706823944:18,755-31,476 (+)
transcriptional repressor (CDS_0031)
transcriptional repreTssor (CDS_0030)
transposase 7(53570029)

- o J L I L0
IMGVR_UViG_2734482575_000008|2734482575|2734671536:18,755-31,534 (+)
transcriptional repressor (CDS_0032)
transposase (CTDS_OOSl)
transposase (EDS_0030)
29 T| | transcriptional repressor (CDS_0033)

_——— 1 IR 1] I ]
IMGVR_UViG_2734482576_000007(2734482576|2734671901:18,755-31,888 (+)
transcriptional repressor (CDS_0031)
transposase (CDS_0030)
transposase (CDS_0029) | | transcriptional repressor (CDS_0032)

———— I IR N . N ]
IMGVR _UVIG_2734482571_000007|2734482571|2734670101: 18,755-31,890 (+)
transcriptional repressor (CDS_0032)
transposase (CDS_0031)
transposase (CDS_0030)
29| | 33

| 1 I IE N . .- I e
IMGVR_UVIG_2734482585_000013|2734482585|2734675052|169-40038: 18,755-32,070 (+)
transcriptional repressor (CDS_0030)
29 [ 31

[ | I IE N BN B N E— o
IMGVR_UViG_2684622773_.000012|2684622773|2684643868|7838-47081: 18,755-31,444 (+)
ganscriptional repressor (CDS_0030)
transcriptional repressor (CDS_0029)

_——— 1 10 ] N -
IMGVR _UViG_2734482565_000006|2734482565|2734668003: 18,755-31,035 (+)
transcriptional repressor (CDS_0032)
tail fiber protein (CDS_0030)
transposase (CDS_0031)
29| T | transcriptional repressor (CDS_0033)

_——— I IE N . . I ms
IMGVR_UViG_2671180444 000006(2671180444|2671229550:18,755-32,179 (+)
transcriptional repressor (CDS_0031)
tail fiber protein (CDS_0030)
29| | transcriptional repressor (CDS_0032)

- NN IN N BN BN N SE— .
IMGVR_UViG_2706794700_000005|2706794700|2706832053: 18,755-31,638 (+)
transcriptional repressor (CDS_0032)
tail fiber protein (CDS_0030)
transposaTse (C‘DS_0031)
29| T | transcriptional repressor (CDS_0033)

- 1 _ Rl N ——
IMGVR_UVIG_2740892273 000004|2740892273|2740967594:18,755-32,211 (+)
transcriptional repressor (CDS_0031)
transposase (CDS_0030)
297 | 32

| 1/ IR K I .=
IMGVR_UVIG_2734482578 000014|2734482578|2734672577(2-39688:18,755-31,887 (+)
transcriptional repressor (CDS_0032)
transposase (CDS_0031)
transposase (CDS_0030)
29 T| | transcriptional repressor (CDS_0033)

- 11 K W ams
IMGVR_UVIG_2706794695_000006|2706794695]2706830249: 18,755-32,183 (+)
transcriptional repressor (CDS_0029)
34

PN N RN N R n
IMGVR_UVIG_2693429621 000012|2693429621|2693447434(7578-45104:18,755-29,996 (+)

TTSS secreted effectors (VF0978) (CDS_0032)

transcriptional repressor (CDS_0035)
tail fiber protein (CDS_0031)
tail fiber protein (CDS_0030)
trahsposase (CDS_0034)
29 | 337 | transcriptional repressor (CDS_0036)

[ 1L 1 I I .-
IMGVR_UViG_2706794697_000012|2706794697|2706830861(2-44629: 18,755-36,828 (+)
TTSS secreted effectors (VF0978) (CDS_0032)
transcriptional repressor (CDS_0034)
tail fiber protein (CDS_0031)’
tail fiber protein (CDS_0030) ‘ transcriptional repressor (CDS_0035)
29 [ transposase (CD5_0033)

[ | J D W S —— I o
IMGVR_UViG_2740892272 000004(2740892272|2740967265: 18,755-35,735 (+)
transcriptional repressor (CDS_0034)
tail fiber protein (CDS_0031)
tail fiber protein (CDS_0030)
transposase (CDS_0033)
transpbsaée (CDS_0032)
29 | | T| | transcriptional repressor (CDS_0035)

I 1K K ] I .=
IMGVR_UVIG_2671180631 000005|2671180631|2671254657:18,755-33,990 (+)
TTSS secreted effectors (VF0978) (CDS_0032)
transcriptional repressor (CDS_0034)
tail fiber protein (CDS_0031)
tail fiber proteinTCDS_‘OOSO) ‘ transcriptional repressor (CDS_0035)
29 | transposase (CD5_0033)

| 1 J DU U N N O — I o
IMGVR_UViG_2711768016_000005(2711768016|2711773268:18,755-35,870 (+)
transcriptional repressor (CDS_0033)
tail fiber protein (CDS_0031)
tail fiber protein (CDS_0030)
transposase (CDS_0032)
29 | | T | transcriptional repressor (CDS_0034)

I 1 i ] I —
IMGVR _UVIG_2711768017_000008|2711768017|2711773597:18,755-33,455 (+)
transcriptional repressor (CDS_0039)
tail fiber protein (CDS_0031]
tail fiber protein (CDS_0030)
transposase (CDS_0037)
t‘ransposas} (C‘DS_0038)
33 35
29 | [3934P6

T ‘ transcriptional repressor (CDS_0040)

- et L 1 I =

IMGVR_UViG_2711768005_000008|2711768005|2711769623:18,755-36,064 (+)
transcriptional repressor (CDS_0028)

20 24 T 29

I I N E D EEE— =
IMGVR_UViG_2585427760_000009|2585427760|2585458362|249-38093: 18,183-29,656 (+)
transcriptional repressor (CDS_0028)
23 T transcriptional repressor (CDS_0029)

I S N N D EEE— =
IMGVR _UViG_2585427760_000011|2585427760|2585458362[121617-159461: 18,183-29,656 (+)
transcriptional repressor (CDS_0030)
29 ] 31

- I IE N N B B EE— ~rd
IMGVR_UVIG_2706794682 000016|2706794682|2706825589|7834-47077:18,755-31,444 (+)
28

N D I N N )
IMGVR_UViG_2695420600_000017|2695420600|2695452289[1-37554: 18,183-29,365 (+)
30 transcriptional repressor (CDS_0031)

- I IN N BN B —— __J
IMGVR_UVIG_2690316243 000006|2690316243|2690363095: 18,752-31,264 (+)
transcriptional repressor (CDS_0029)

——— I IE N B S —~——
IMGVR_UVIG_2698536355_000011|2698536355|2698541981|18071-56749: 18,752-30,490 (+)
30
29] transcriptional repressor (CDS_0031)

| N N N N BN E— L o)

TemPhD_cluster_30143: 18,743-31,360 (+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0029)
T transcriptional repressor (CDS_0030)

| ] I IE N e . ___
uvig_424967:18,743-31,574 (+)
27 29 transcriptional repressor (CDS_0030)

L | | ) 1] M — ]
IMGVR_UViG_2734482547_000015|2734482547|2734661971|83-39324: 18,743-30,966 (+)
transcriptional repressor (CDS_0030)

transcriptional regeTssor (CDS_0029)
tail fiber protein (CD$_0028)

[ 118 1] I e
IMGVR_UViG_2548876940_000011|2548876940|2549001917: 18,183-30,873 (+)
28

N B I B S E— s
IMGVR _UViG_2695420701_000017(2695420701|2695470192|272-37402: 18,180-28,942 (+)
transcriptional repressor (CDS_0035)
3334 | 36 37

——— I IE N BN I B - maE
IMGVR_UVIG_2529292907_000016|2529292907|2529367045|147772-190455:21,525-34,655 (+)
transcriptional repressor (CDS_0028)
T29 33

I I N — L
IMGVR_UVIiG_646311913 000007|646311913|646311987|4946048-4986103: 18,230-30,822 (+)
REase__00009 Type (CDS_0028)
19 26 29

R N B N D N SE— )
IMGVR_UViG_2721755720_000005|2721755720|2721801343|4421322-4461626: 17,089-31,977 (+)
22 29 transcriptional repressor (CDS_0030)

- A UN N N S b
IMGVR _UVIG_ 2537561603 000005|2537561603|2537573930(1675772-1714870:18,756-31,179 (+)
DNA invertase (CDS_0023)

28 transcriptional repressor (CDS_0029)

I I I — e
IMGVR_UVIG_2667527993 000018|2667527993|2667599527|102186-140489: 18,184-30,284 (+)
transcriptional repressor (CDS_0028)

I I R — )
IMGVR_UViIG_2541047500_000017|2541047500/2541141216(91236-128812: 18,145-29,557 (+)
28 29

I I . — =
IMGVR _UViG_2778261139_000008|2778261139|2778283247|50865-88802: 18,145-29,918 (+)
transcriptional repressor (CDS_0029)
hydrolase (CDS_OOZ&T transcriptional repressor (CDS_0030)

I I I N o
IMGVR_UViG_2531839622_000028|2531839622|2531924426|150564-189761:18,145-31,178 (+)

ganscriptional repressor (CDS_0029)
transcriptional repressor (CDS_0028)

I I - N
TemPhD_cluster_16949:18,145-31,077 (+)
transcriptional repressor (CDS_0030)
transcriptional repressor (CDS_0029)

| I I - =
IMGVR_UVIG_2534681989_000024|2534681989|2534771826|23482-61822:18,143-30,591 (+)
28 transcriptional repressor (CDS_0029)

I I N — )
IMGVR_UVIG_2519899564_000019|2519899564|2519924703|32599-72493:18,169-31,409 (+)
28 transcriptional repressor (CDS_0029)

I I N | N m=
IMGVR_UVIG_2698536397_000026|2698536397|2698547892|50559-90016: 18,205-31,438 (+)
29
28] transcriptional repressor (CDS_0030)

I I R | | N
TemPhD_cluster 25946:18,205-31,866 (+)
transcriptional repressor (CDS_0028)

- I - N E—
TemPhD_cluster_16952:18,193-31,138 (+)
28 transcriptional repressor (CDS_0029)

- I N | N
TemPhD_cluster_42634:18,163-31,288 (+)
28transcriptional repressor (CDS_0029)

I I O — s
IMGVR _UViG_2703718776_000027|2703718776]2703736009|74419-113726:18,145-30,821 (+)
28 29transcriptional repressor (CDS_0030)

I ||} - I
TemPhD_cluster_36519_:18,172-31,781 (+)
28 29 transcriptional repressor (CDS_0030)

I I NN S BN .=
TemPhD_cluster_22603: 18,208-32,569 (+)

28 29 30 transcriptional repressor (CDS_0031)

] . - — -

TemPhD_cluster_23441_:18,217-34,091 (+)
29

28 | 30transcriptional repressor (CDS_0031)

I I N N — i u
IMGVR _UViG_2526164663 000052|2526164663]2526182966(92226-132153:18,180-32,179 (+)
transcriptional repressor (CDS_0035)
transposase (CBS_OOSIB)
transposase (EDS_0032)
transpos;sle (CDS_0034)
2931
28 30

36

I I I . B .=
IMGVR _UViG_2522572164 000007(2522572164|2522598712|1-42200: 18,172-33,713 (+)
transcriptional repressor (CDS_0036)
MokW-like host killing (CDS_0033)
30 [ 35
2829 3132 34] | transcriptional repressor (CDS_0037)

I L] B BN BN NN NEE ————
IMGVR_UViG_2703718812_000010|2703718812|2703740518: 18,145-35,330 (+)
23 30 transcriptional repressor (CDS_0031)

- . |
uvig_564692:19,760-31,271 (+)
transcriptional repressor (CDS_0030)

- . N — s
IMGVR_UViG_2703718823 000011|2703718823]2703741589|27104-66117:19,723-30,674 (+)
transcriptional repressor (CDS_0029)

- . . — ——
IMGVR _UViG_2703718862 000013|2703718862|2703745148|73659-112847:19,718-30,849 (+)
29 transcriptional repressor (CDS_0030)

I I AN B — L
IMGVR _UViG_2721755662_000007|2721755662|2721801213|3330735-3370282: 18,754-31,272 (+)
tail fiber protein (CDS_0021)

28 transcriptional repressor (CDS_0029)

I N N M B S ——
IMGVR_UViG_2519899835_000008|2519899835|2519961633|310502-350049: 18,194-31,272 (+)
31 transcriptional repressor (CDS_0033)

I I N W — _n
IMGVR _UViG_2534681978_000021(2534681978|2534770070:17,117-30,827 (+)
27 transcriptional repressor (CDS_0029)

I L - .
vig 156629:17,121-30,493 (+)
28 30

I - . I — .
IMGVR_UVIG_2563366883_000008|2563366883]2563394960|130456-168982: 18,212-30,086 (+)
30 35

L L3N | I -
IMGVR_UVIG_2721755497_000005|2721755497|2721800924|3753079-3790511: 18,672-29,475 (+)
2627 29

N N S A A -
IMGVR_UViG_2654587996_000001|2654587996|2654629158|906795-943332: 17,194-28,687 (+)

transcriptional repressor (CDS_0029)
24 27 T transcriptional repressor (CDS_0030)

I I N I ___
TemPhD_cluster_36688_: 18,744-31,334 (+)
transcriptional repressor (CDS_0029)

I o S N N S
IMGVR_UViG_2534681876_000026|2534681876|2534757373[12967-50627:18,705-29,641 (+)
DruE3_00003 SNF2 (CDS_0029)

— I— N [ S ——
IMGVR_UVIG_645951847_000024|645951847(645965344|9023-50316: 18,762-32,806 (+)
29

| [ N e
IMGVR_UViG_2531839004_000025|2531839004|2531841321|56936-94596:18,705-29,641 (+)
29 30

I I INEN B S S ms
IMGVR_UViG_2531839619 000023|2531839619|2531923751|94449-135398: 18,705-32,930 (+)
transcriptional repressor (CDS_0030)
anti-restriction [ﬂt% (CDS_0029)

| I INEE D S B e
IMGVR_UVIG_2541047498 000018|2541047498|2541141044:18,726-31,724 (+)
transcriptional repressor (CDS_0029)

I I N D S =
IMGVR_UViG_2671180395_000022|2671180395]2671221197|55201-93626: 18,723-30,384 (+)
29 transcriptional repressor (CDS_0030)

L I (N D S L
IMGVR_UVIG_2778261707_000021|2778261707|2778338584[125850-165561: 18,756-31,225 (+)
transcriptional repressor (CDS_0030)
Urease (VF0050) (€DS_0029)

I I (N DS —— )
IMGVR_UViG_2718218360.000013|2718218360|2718229077|3445613-3485955: 18,720-31,856 (+)
29 transcriptional repressor (CDS_0030)

———— I IEEE BN I E— s
IMGVR_UVIG_2778261033_000015|2778261033|2778272682: 18,744-31,182 (+)
nucleotidyltransferase (CDS_0030)
29 | transcriptional repressor (CDS_0031)

———— I IEE B L
IMGVR_UViG_2534681831_000044(2534681831|2534724994(29173-69137:18,725-31,478 (+)
Lom outer membrane protein (CDS_0030)
29[ transcriptional repressor (CDS_0031)

——— I N I e
IMGVR_UViG_2541047163 000016|2541047163]2541092657:18,768-31,826 (+)
ganscriptional repressor (CDS_0030)
Urease (VFO050) (CDS_0029)
L] I IS N DN — e
IMGVR_UVIG_2526164602_000034|2526164602]2526180245[8150-47604:18,723-31,436 (+)
29 transcriptional repressor (CDS_0030)

———— I NN RN BN — .
IMGVR_UViG_2519899560_000023|2519899560|2519922436(171787-211044:18,741-31,239 (+)
29 transcriptional repressor (CDS_0030)

| I N D — .=
IMGVR_UViG_2687453582_000001|2687453582|2687454375|570853-610069: 18,729-31,198 (+)
ABC transporter (CDS_0029) transcriptional repressor (CDS_0030)

I I INEE D RN —— e
IMGVR_UVIG_641736225_000036|641736225|641782064|14743-54122:18,765-31,361 (+)
29 transcriptional repressor (CDS_0030)

_— I AN B )
IMGVR_UViG_2703718785_000033|2703718785|2703737341|98451-137736:18,705-30,799 (+)
30 transcriptional repressor (CDS_0031)

———— I (N . I — ]
IMGVR_UVIG_2877982868_000002|2877982868|2877982868|974775-1023539: 18,727-40,278 (+)
30
29] transcriptional repressor (CDS_0031)

) I INE B WD B E—— ]
IMGVR_UVIG_2585427708_000019|2585427708|2585449706|2047-41630:18,747-31,565 (+)
29

L] 1[N 1 L]
IMGVR _UVIG_ 2534682296 000012|2534682296]2534814085:18,747-28,373 (+)
Mycobactin (VF0299) (CDS_0029)

I N NN EE— am =
IMGVR_UViG_2534681990_000031|2534681990|2534772484|31953-71540: 18,726-31,370 (+)
transcriptional repressor (CDS_0029)

] I INE N _n u
IMGVR_UViG_2534681940_000044(2534681940|2534763977(35984-74821: 18,737-30,620 (+)
29 transcriptional repressor (CDS_0030)

_——— I DN B N .
IMGVR_UViG_2713896784 000029|2713896784|2713907496|41281-80258: 18,735-31,183 (+)
30

- NN INEE B o
IMGVR_UViG_2671180620_000025|2671180620|2671253232|51766-89835:19,693-30,051 (+)
31
30
29732 transcriptional repressor (CDS_0033)

——— I INEE BN N N
TemPhD_cluster_29851:18,717-32,671 (+)
28 transcriptional repressor (CDS_0029)

I I i N o
IMGVR_UViG_2703718821_000011|2703718821|2703741450|14515-53838: 18,157-30,837 (+)
transcriptional repressor (CDS_0028)

I I e N — _—
IMGVR_UViG_2877948078_000001|2877948078|2877948078|1994896-2033323: 18,110-30,386 (+)
28 29 transcriptional repressor (CDS_0030)

I I N N RN — o
IMGVR_UViG_2534682002_000024|2534682002|2534776074|106163-146784:18,187-32,135 (+)
28 transcriptional repressor (CDS_0029)

I — I N S W ——
TemPhD_cluster_23642_:18,158-31,896 (+)
transcriptional repressor (CDS_0028)

I — I . _m u
IMGVR_UViG_2740892233_000015|2740892233|2740960248|9816-48042: 18,198-30,009 (+)
24 28

L I - — .=
IMGVR_UViG_2531839235_000024|2531839235]2531878583|67300-105323: 18,145-30,004 (+)
Lom outer membrane protein (CDS_0030)
transcri[TtionaI repressor (CDS_0032)
tail fiber protein (CDS_0031)
29 | | transcriptional repressor (CDS_0033)

——— N NN DN RN RN N E—— s
IMGVR _UViG_2703719365_000009|2703719365|2703783860: 18,705-33,974 (+)
tail length tape measure protein (CDS_0029)

tail length tape measure protein (CDS_0035)

minor tail protein (CDS_0034)
minor tail pfotein (C D§_0630)
minor tail proteih (CDS_OOBS)
major tail protein (€DS_0032)
| [31] || | transcriptional repressor (CDS_0036)

——— 1 1 1 "’ & | =
IMGVR_UVIG_2534681654_000010|2534681654|2534689368: 18,729-35,760 (+)
29 transcriptional repressor (CDS_0030)

- N AN N W — ]
IMGVR_UViG_2541047126_000026|2541047126|2541085283(23648-63309: 19,717-31,642 (+)
32
29 31 34 36
30] 33 35 37 transcriptional repressor (CDS_0038)

——— [ INEN B SN S B SE— ~—d
IMGVR_UViG_2529293215_000009(2529293215|2529412482: 18,726-34,054 (+)
transcriptional repressor (CDS_0033)
anti-repressor Ant (CDS_0029)
31
3032 | transcriptional repressor (CDS_0034)

I I N BN NN N EE—
TemPhD_cluster_49909: 18,705-32,473 (+)
transcriptional repressor (CDS_0031)
28 2930 | transcriptional repressor (CDS_0032)

N I e r " [}
TemPhD_cluster 48799 :18,188-35,801 (+)
transcriptional repressor (CDS_0028)
MTase_lI_00058 Type (CDS_0027)

BN e __
IMGVR_UViG_2737471846_000024|2737471846|2737499530|18759-57938: 17,075-30,692 (+)
27 MTase_|I_00058 Type (CDS_0028)

I N IN T s
IMGVR_UViG_2698536574_000031|2698536574|2698570929|191366-229487:17,126-29,612 (+)
anti-RM (APIS111) (CDS_0028)
27 Tganscriptional repressor (CDS_0029)

I I (NN BN s
IMGVR_UViG_2534682324_000025|2534682324|2534820473|1-38059: 17,096-30,040 (+)
UpaG adhesin, trimeric AT (VF1125) (CDS_0033)
MTase_lI_00058 Type (CDS_0027)
30
2829] 31 32 transcriptional repressor (CDS_0034)

NN B B N BN S BN SE— s
IMGVR_UViG_2529292887_000010(2529292887|2529365234(8175-55415:17,087-38,753 (+)
MTase_II_00058 Type (CDS_0027)
28 transcriptional repressor (CDS_0029)

N I N — .
IMGVR_UViG_2671180275.000009|2671180275]2671207305|64725-105346: 17,192-32,828 (+)
ZorA2_00004 MotA/ExbB/TolQ (CDS_0031)
ZorB2_00001 MotB (CDS_0032)

ZorEZ,OOOBZ HNH (CDS_0033) REase_MTase_IIG_00016 Type (CDS_0039)
DruH3_00004 Unknown (CDS_0030)  Gabija_GajB_2 (CDS_0037) DruE3_00003 SNF2 (CDS_0041)
29 | | | 3435 36 38 40 transcriptional repressor (CDS_0042)

_—— e e e ] L | N} I . e ___J
TemPhD_cluster_55909: 18,786-64,196 (+)
ABC-type heme transporter (VF0739) (CDS_0035)
phosphate transporter subunit (CDS_0032)
Stg fimbriae (VF1150) (CDS_0031)
Stg fimbriae (VF1150) (CDS_0030) transcriptional repressor (CDS_0040)
29 | | 3334 | 3637 3839

- I N N R S S B S S — s

IMGVR_UViG_2734482547_000008|2734482547|2734661971:18,743-42,055 (+)
transcriptional repressor (CDS_0061)

trans,TcriptionaI repressor (CDS_0062)

tjiﬁsbosase (CDS_0063)

I )
IMGVR_UViG_2734482586_000006|2734482586|2734675374:41,353-46,750 (-)
transcriptional repressor (CDS_0061)
tlaﬂscriptional repressor (CDS_0062)

I I ms
IMGVR_UVIG_2684622773_000007|2684622773]2684643868:41,353-46,193 (-)
32

Ll - — ams
IMGVR_UViG_2617271340.000012|2617271340|2617367236|1171391-1211926:26,194-32,048 (+)

DNA invertase (CDS_0025)
19 24 26 27

I I (NN I )
IMGVR_UViG_2880372215_000009|2880372215|2880372215|3127048-3164936: 16,673-28,851 (+)

DNA invertase (CDS_0023)
24 25

I I - —— ]
IMGVR _UVIG_2703718859_000018|2703718859|2703744704|48074-86071:16,671-28,961 (+)
DNA invertase (CDS_0023)
transposase (CDS_0026)
transposase (CDS_0027)
transposase (CD§_0025)

| 24 | |2829

I I N IS BN o)

IMGVR_UViG_2630968414_000015|2630968414]2630989707|4591871-4632716: 16,677-32,277 (+)
DNA invertase (CDS_0023)

1718 124 25 26

I I N N B —— n
IMGVR_UViG_2690315701_000006|2690315701]2690318966[1959687-1998424: 16,069-29,998 (+)

MTase_I1_00058 Type (CDS_0028)
27 | 29

I I NN DN B -
IMGVR _UViG_2654587996_000002|2654587996|2654629158|1480026-1517903: 17,146-30,427 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0040)
deoxyribonucleoside 5' monophosphate phosphatase@S_OOSO)
transcriptiona| repressor (CDS_0041)
MTase_|I_00074 Type (CDS_0032)
Fur (VF0113) (CDS_0038)
excisionase (CDS_0034)
| 35
2829(3133([36 37 |[39

transcriptional repressor (CDS_0042)

I I |t I N N NN B EE— ——
IMGVR_UViG_2534682294_000023|2534682294|2534813808|50868-97878: 18,148-38,524 (+)
lytic tail protein (CDS_0037)
Rnase H (CDS_0034)
2930 3132 33[3536 | 38transcriptional repressor (CDS_0039)

———— 1] L e I L [ R | N B | .
TemPhD_cluster_47813:18,754-39,016 (+)

transcriptional repressor (CDS_0040)
33 35 37

29 30 3132 [34]36]38 39 transcriptional repressor (CDS_0041)

I el I I SN N S B S L]
IMGVR_UViG_2703718798_000005|2703718798|2703738691: 18,189-41,259 (+)
transcriptional repressor (CDS_0032)
EhaB, AIDA-I type (VF1128) (CDS_0026)
DNA invertase (CDS_0023) FbpABC (VF0272) (CDS_0030)
T 2425 27 2829 | 31 | transcriptional repressor (CDS_0033)

I I
uvig_131553:16,682-36,163 (+)
23 transcriptional repressor (CDS_0024)

I W N =
IMGVR_UViG_2541047119_000014(2541047119|2541084431: 16,692-26,463 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0035)
anti-SOS response (AP1S180) (CDS_0028)
Mok_Hok_Sok_Mok (CDS_0031)
MTase_I_00058 Type (CDS_0027)
30| transcriptional repressor (CDS_0038)
29| 32 33 34 |36 37 | transcriptional repressor (CDS_0039)

I I N L __ L =] N N .=

TemPhD_cluster 59202:17,108-40,179 (+)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0046)

transposase (CDS_0039)
transposase (CDS_0033)
transposase (EDS_0032)
I transposase (CDS_0040)
3 36 4244 transcriptional repressor (CDS_0050)
29 30]|| 34 35 [3738 T 41 43[45 | 47 4849

——— I U W S S —
TemPhD_cluster_46408: 18,743-47,008 (+)
membrane associated protein (CDS_0047)

MokW:-like host killing (CDS_0036) outer membran?protein (CDS_0048)
anti-repressor Ant (CDS_0030) MokW-like host killing (CDS_0045)
33 tail fiber protein (CDS_0049)
33 35| 38 42 44
28 29 |31|34] |37] 39 4041] 43[| 46 50 transcriptional repressor (CDS_0051)

L ______ L 11 L] .t . o I /8 1 B B | ____J
IMGVR_UVIG_2534682252_000039|2534682252|2534807886|227-61958: 18,148-53,245 (+)
42
43
AbiGi (CDS_0030)33 39 41 ] 45
23 29 | 31 32 [3435 3637 38T@T‘Lfi 46 transcriptional repressor (CDS_0047)

_—— I L 1 ] 1 1] N EEEE NN S ~
IMGVR_UViG_2690316086_000018|2690316086|2690340424|239-52635: 18,705-43,910 (+)
head maturation protease (CDS_0045)
T transcriptional repressor (CDS_0052)
terminase small subunit (CDS_0050)
head-tail adaptor Ad1 (CDS_0048)
SDIC3__SDIC3F (CDS_0038)terminase large subunit (CDS_0051)
34 Per[VF0190)(CDS 0042) | |
136 40 head closure Hc1 (CDS_0047,
32 35 39 portal protein (CDS_0046)

29 30 313337 Th143 44 | T |]a9| | transcriptional repressor (CDS_0053)

— L1 N _ N ] u
TemPhD_cluster_57742:18,705-46,618 (+)

Yersiniabactin siderophore (VF1115) (CDS_0030) ABC transporter (VFO818) (CDS_0046)
Yersintabactin (VF0136) (CDS_0032) ABC transporter (VF0818] (CDS_0045)
Bacillibactin tVF0586) (EDS_0031) Yersiniabactin (VF0136) (CDS_‘OO44) Yersiniabactin (VF0136) (CDS_0050)
Ybt (VF0564) (CDS_0029) Ybt (VF0564) (CDS_0043) Pyochelin (VF0095) (CDS_0048)
28 || | 33 34 35 36 37 38 39 4041 42 | | | 47 49 transcriptional repressor (CDS_0051)

I I - U U D S S G| D e | S 0 S 0 N .-
TemPhD_cluster_55274:18,186-74,959 (+)
tail fiber protein (CDS_0058)
transposase (CDS_0064)
70 ﬁsposase (CDS_0060)
69 67 62
[T@T@S@ 6361 |59 ‘ transcriptional repressor (CDS_0057)

L L Il I e
IMGVR_UViG_2558860170_000008|2558860170|2558865464(2895343-2948640: 38,562-51,523 (-)
transcriptional repressor (CDS_0014)
tail assembly protein (CDIOOlZ)
head maturation protease (CDS_6005)
head-tail adaptor (CDS_0002) L
minor tail protein (CDS_0007)
minor fail protein (CDS_0011)
terminase large subunit (CDS_Oadl)
head decoration (CDS_OOOé)
maior tail protein‘ (CDS_OOl )
tail terminator (CDS_0009)
portal protein (CDS_0004)
[ 13T | I8 13 transcriptional repressor (CDS_0015)

I N N S BN W — ]
IMGVR_UViG_2740892524 000007|2740892524(2740992972: 1-15,954 (+)
Bor-like outer membrane protein (CDS_0077)
tail completion or Neck1 protein (CDS_0062)
tail length tape measure protein (CDSTOOéB)
baseplate wedge subunit (CDS_0073)
baseplate wedge subunit (CDSLOO75)
short tail fiber protein (CDS_0076) head maturation protease (CDS_0058)
| | head-tail adaptor Ad1 (CDS_0060)
HNH endonuclease (CDS_0078) head closure Hc'l (CDS_0061)
DNA circularization (CDS_0069)
‘ tail tube ‘protein (CDS_0066)
baseplate protein (CDS_0074) | major head protein (CDS_0059)
tail protein (CDS_0067)
| tall sheath (CDS_0065)
790 1] [ [72]70 | |

baseplate hub (CDS_0071) 64
Te3 57 transcriptional repressor (CDS_0056)

- N I N R I —— s

IMGVR_UVIG_2529293084_000006|2529293084]2529399995: 36,968-57,578 (-)

t 20000 nt |

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
I L] |

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA
I




