
IMGVR_UViG_2558860170_000008|2558860170|2558865464|2895343-2948640: 31,507-38,288 (+)

36 37 38 39 40 41 42 43 44 45 46 47 48
Mu Gam-like end protection (CDS_0049)

50

IMGVR_UViG_2585427760_000012|2585427760|2585458363|1-37061: 29,146-35,936 (-)

39404142

IMGVR_UViG_2693429623_000019|2693429623|2693448119|15449-54606: 30,745-38,033 (-)

3842434445

TemPhD_cluster_36519_: 32,055-39,399 (-)

4344454647Rz-like spanin (CDS_0051)

IMGVR_UViG_2802429234_000001|2802429234|2802450686: 28,140-35,013 (-)

37383940

IMGVR_UViG_2703718862_000013|2703718862|2703745148|73659-112847: 31,428-38,606 (-)

42434551

IMGVR_UViG_2711768049_000004|2711768049|2711778058|1-35099: 27,154-34,257 (-)

41

IMGVR_UViG_2563366883_000008|2563366883|2563394960|130456-168982: 30,438-37,657 (-)

39434446

IMGVR_UViG_2537562194_000035|2537562194|2537633378|61832-103122: 31,765-40,421 (-)

44454647484950Rz-like spanin (CDS_0054)

IMGVR_UViG_2703718821_000011|2703718821|2703741450|14515-53838: 31,111-38,458 (-)

4243444546

IMGVR_UViG_2671180395_000022|2671180395|2671221197|55201-93626: 30,658-37,556 (-)

42434445

IMGVR_UViG_2537562192_000012|2537562192|2537633183|49713-86992: 29,489-36,410 (-)

38394041

IMGVR_UViG_2684622773_000007|2684622773|2684643868: 34,678-41,079 (+)

46 47 48 49

IMGVR_UViG_2693429621_000012|2693429621|2693447434|7578-45104: 30,001-36,402 (-)

40414243

IMGVR_UViG_2877948078_000001|2877948078|2877948078|1994896-2033323: 30,660-37,558 (-)

41424344

IMGVR_UViG_646311913_000007|646311913|646311987|4946048-4986103: 30,827-39,190 (-)

4243444547

IMGVR_UViG_2671180275_000009|2671180275|2671207305|64725-105346: 32,833-39,752 (-)

41424344

IMGVR_UViG_2529292907_000016|2529292907|2529367045|147772-190455: 34,660-41,559 (-)

49505152

3000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


