bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0019)
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Station155_MES_ALL_assembly_ NODE_7561_length_14573_cov_11.124948:1-4,121 (-)
6 phosphoheptose isomerase (CDS_0001)

I
Station32_SUR_ALL assembly NODE_1808 length 12494 cov_25.079106:2-4,070 (-)

O-antigen (VF0392) (CDS_0017) 18 glycosyltransferase (CDS_0019)

Station155_DCM_ALL_assembly_ NODE_5508_length_15094 _cov_5.472106: 9,014-15,093 (+)
Hyaluronic acid (HA) capsule (VF0667) (CDS_0020)
glucosyltransferase (CDS_0021)
O-antigen (VF0392) (CDS_0017) 18  NAD synthetase (CDS_0019) 22

i*

Station67_SUR_ALL _assembly NODE 1521 length_17165_cov_3.520982:8,604-17,042 (+)
Hyaluronic acid (HA) capsule (VF0667) (CDS_0019)
glucosyltransferase (CDS_0020)
O-antigen (VF0392) (CDS_0016) 17 NAD synthetase (CDS_0018) 21 22

i*

Station155_MES_ALL assembly NODE_6691 length_ 15980 _cov_5.373878:7,383-15,980 (+)
Hyaluronic acid (HA) capsule (VF0667) (CDS_0004)
ferredoxin (CDS_0002)
O-antigen (VF0392) (CDS_0007) 6 NAD synthetase (CDS_0005) glucosyltransferase (CDS_0003) 1

——
Station109_DCM_ALL assembly_ NODE_770_length_18091_cov_10.100909: 178-9,020 (-)

NAD synthetase (CDS_0020) glucosyltransferase (CDS_0022)
O-antigen (VF0392) (CDS_0017) 18 19 Hyaluronic acid (HA) capsule (VF0667) (CDS_0021) 23

Station209_SUR_ALL assembly_ NODE_5130_length_16934 _cov_4.324605:8,298-16,761 (+)

Hyaluronic acid (HA) capsule (VF0667) (CDS_0004)
ferredoxin (CDS_0002)
12 O-antigen (VF0392) (CDS_0007) ) NAD synthetase (CDS_0005) glucosyltransferase (CDS_0003) 1

Station52_SUR_ALL _assembly_NODE_868_length_16597_cov_3.315984:177-9,030 (-)

NAD synthetase (CDS_0002)
O-antigen (VF0392) (CDS_0004) 3 1

Station102_SUR_ALL _assembly_ NODE_1228 _length_15221 cov_5.536331:3-6,421 (-)
O-antigen (VF0392) (CDS_0003) 2 NAD synthetase (CDS_0001)

Station22_SUR_ALL_assembly_NODE_2300_length_13470_cov_5.858367: 2-5,848 (-)

Hyaluronic acid (HA) capsule (VF0667) (CDS_0002)
10 O-antigen (VF0392) (CDS_0005) 4 NAD synthetase (CDS_0003) glucosyltransferase (CDS_0001)

Station34_SUR_ALL_assembly NODE_1412_length_15898 _cov_75.397841:3-8,117 (-)
high light inducible protein (CDS_0002)

glycosyltransferase Hyaluronic acid (HA) capsule (VF0667) (CDS_0004)

N 12 O-antigen (VF0392) (CDS_0007) 6 NAD synthetase (CDS_0005) glucosyltransferase (CDS_0003) 1
I N N N N— N, R N— R )
Station34_SUR_ALL_assembly NODE_1535_length_15141_cov_5.069800: 2-8,638 (-)

[ 3000 nt i

moron, auxiliary metabolic gene and host takeover other unknown function virulence (VFDB)
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