
NC_028844.1: 32,738-39,641 (+)

38
transcriptional repressor (CDS_0039)

anti-SOS response (APIS178) (CDS_0040)

HTH DNA binding protein (CDS_0041)

42 43 44 45 46 47 48 49 50 51
WhiB3 (VF0288) (CDS_0052)

DNA binding protein

DQ398045.1: 30,836-38,531 (+)

endonuclease (CDS_0036) 44 45

NC_055909.1: 33,094-39,863 (+)

46 48 49

Mycobacterium_phage_Eradicator: 34,183-37,918 (+)

41 44 45 46

Mycobacterium_phage_OwlsT2W: 35,661-39,774 (+)

49 50

NC_051662.1: 35,415-39,952 (+)

49 50 51 52

NC_051703.1: 38,005-42,091 (+)

50 51
DNA binding protein (CDS_0055)

56 DNA binding protein (CDS_0058)

Mycobacterium_phage_Doomphist: 33,756-40,820 (+)

anti-repressor Ant (CDS_0043) 48 49 50

Mycobacterium_phage_Dorothy: 32,551-39,039 (+)

44 45 46 48

Mycobacterium_phage_Eish: 33,105-40,641 (+)

45 48 49 50 51

KC661280.1: 34,306-41,532 (+)

50 51 52 53

Mycobacterium_phage_Zerg: 32,742-39,433 (+)

47 48

Mycobacterium_phage_Polka14: 33,025-39,015 (+)

46 47 48

NC_051691.1: 32,677-39,008 (+)

46 47

Mycobacterium_phage_Blexus: 32,799-40,087 (+)

47 48

Mycobacterium_phage_Phasih: 31,379-40,047 (+)

43 47 48 49 50

NC_051637.1: 32,755-39,170 (+)

42 anti-repressor Ant (CDS_0043) 48

NC_051646.1: 32,140-39,746 (+)

45 48 49 51 52

NC_042315.1: 35,274-39,584 (+)

50

NC_051675.1: 34,993-38,855 (+)

47 52

Mycobacterium_phage_Boomer: 34,606-41,940 (+)

52 56 57 58 59 60

DQ398050.1: 34,957-40,248 (+)

47 48 49 50 51

NC_011054.1: 34,606-41,940 (+)

56 57 58 59 60

NC_026596.1: 31,707-39,237 (+)

43 45 46 47

Mycobacterium_phage_Whouxphf: 32,737-39,558 (+)

41
ParB-like partition protein (CDS_0042)

46

Mycobacterium_phage_OldBen: 31,028-39,281 (+)

transcriptional repressor (CDS_0041)
transcriptional repressor (CDS_0042)

46 47 49

NC_051650.1: 37,869-40,806 (+)

53 54

Mycobacterium_phage_DRBy19: 37,869-40,806 (+)

53 54

Mycobacterium_phage_Mattes: 37,975-41,212 (+)

54 55 56

Mycobacterium_phage_BobaPhett: 39,097-42,364 (+)

54 55 56

NC_051714.1: 38,865-41,953 (+)

51 52

NC_051645.1: 33,988-40,275 (+)

43
excisionase (CDS_0047)

49 50

Mycobacterium_phage_Hegedechwinu: 31,432-38,659 (+)

43 44 45

NC_042319.1: 33,147-39,732 (+)

47 49 50 51

NC_051710.1: 37,169-41,837 (+)

53 54 55

NC_026595.1: 32,586-40,250 (+)

47
major tail protein (CDS_0048)

50 52

Mycobacterium_phage_SiSi: 31,398-39,055 (+)

44 47 48

NC_051716.1: 31,026-38,650 (+)

47 48 49

Mycobacterium_phage_Mantra: 30,919-38,937 (+)

46 47 52

Mycobacterium_phage_Gumbie: 31,027-38,851 (+)

46 47 49 50

Mycobacterium_phage_Doug: 31,715-39,629 (+)

HTH DNA binding protein (CDS_0043) 48

NC_051649.1: 31,715-39,629 (+)

48

NC_051711.1: 28,854-37,948 (+)

34 35 36 37 38 39
transcriptional repressor (CDS_0042)

43 44 45

KJ025956.1: 30,283-40,628 (+)

38 39 40 41 RelE-like toxin (CDS_0042)

antitoxin from a toxin-antitoxin system (CDS_0043)

transcriptional repressor (CDS_0045)
transcriptional repressor (CDS_0046)

47 48 49 50 51 excisionase (CDS_0052)

Mycobacterium_phage_Gorge: 30,463-40,809 (+)

transcriptional repressor (CDS_0046)

transcriptional repressor (CDS_0047)
Rha-like transcriptional regulator (CDS_0048)

49 50 51 major tail protein (CDS_0052)

Mycobacterium_phage_Zizzle: 30,332-40,980 (+)

38 metallo-protease (CDS_0044)

transcriptional repressor (CDS_0045)

46
anti-repressor Ant (CDS_0047)

48 49 50 51 excisionase (CDS_0052)

4000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function virulence (VFDB)

anti-defence (dbAPIS) pseudogene


