
NC_042319.1: 50,229-55,593 (+)

MerR-like transcriptional regulator
90 91 92 93 glycosyltransferase (CDS_0094) 95

kinase (CDS_0096)
97 98

glucosyltransferase (CDS_0099)
100 minor tail protein (CDS_0101)

Mycobacterium_phage_Eish: 52,684-58,143 (+)

90
MerR-like transcriptional regulator (CDS_0091)

95

NC_028844.1: 51,800-57,286 (+)

88 91 95 HNH endonuclease (CDS_0096)

NC_051703.1: 52,340-57,504 (+)

93 95 96 kinase (CDS_0098) 101

NC_026595.1: 49,801-54,964 (+)

94

Mycobacterium_phage_Gumbie: 52,211-57,365 (+)

kinase (CDS_0096)

Mycobacterium_phage_Doomphist: 53,806-58,659 (+)

99

Mycobacterium_phage_KingMidas: 52,521-57,379 (+)

93

NC_051637.1: 55,013-60,215 (+)

96 98 100

NC_008196.1: 51,571-56,830 (+)

90 glycosyltransferase (CDS_0091)

DQ398045.1: 51,571-56,830 (+)

90

Mycobacterium_phage_Ruby: 53,008-57,719 (+)

92 96

NC_051716.1: 49,557-56,125 (+)

80 endonuclease (CDS_0081) 82 87

NC_022068.1: 53,889-58,036 (+)

100

NC_051663.1: 53,608-57,747 (+)

95

Mycobacterium_phage_Mantra: 52,281-56,979 (+)

93

DQ398050.1: 51,624-56,670 (+)

93 kinase (CDS_0098)

NC_051675.1: 48,270-53,036 (+)

85 DNA polymerase/primase (CDS_0086)

NC_051662.1: 50,831-54,952 (+)

94

Mycobacterium_phage_Zizzle: 54,753-59,359 (+)

100 101 105

Mycobacterium_phage_BobaPhett: 54,536-59,808 (+)

94 95 102

Mycobacterium_phage_Zerg: 52,692-58,072 (+)

97 HNH endonuclease (CDS_0098)

Mycobacterium_phage_Burwell21: 52,714-58,091 (+)

95
HNH endonuclease (CDS_0096)

97

JN020143.1: 55,458-59,787 (+)

98

Mycobacterium_phage_Martik: 54,532-58,848 (+)

93

NC_011289.1: 54,229-58,577 (+)

98 99 103 terminase small subunit (CDS_0104)

NC_051645.1: 50,424-55,421 (+)

94

NC_051710.1: 54,027-58,603 (+)

99

Mycobacterium_phage_OwlsT2W: 51,433-56,514 (+)

kinase (CDS_0093) 94 95

Mycobacterium_phage_Tootsieroll: 52,890-57,594 (+)

87 88 89

NC_021538.1: 54,709-59,625 (+)

92 93 94 96

KC661280.1: 54,709-59,625 (+)

92 93 94

Mycobacterium_phage_UncleRicky: 51,256-57,255 (+)

95 transposase (CDS_0096) 97

NC_051656.1: 55,298-58,569 (+)

95

NC_011287.1: 53,318-57,516 (+)

87 88 89

Mycobacterium_phage_Whouxphf: 52,214-59,086 (+)

88
membrane protein (CDS_0089)

93 94 95

Mycobacterium_phage_Blexus: 52,970-58,802 (+)

glycosyltransferase (CDS_0092) galactosyl transferase (CDS_0093) 96 HNH endonuclease (CDS_0097)

2000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function tRNA


