replication initiation protein (CDS_0074)
endonuclease (CDS_0073) mobile element MPME (CDS_0079) endonuclease (CDS_0087)
72 75 76 77 78 80 81 82 83 84 85 86 88
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Mycobacterium_phage_Mattes: 46,560-52,742 (+)
endonuclease 73 74 75 77 78

NC_051711.1:44,249-50,374 (+)
site-specific recombination directionality factor RDF (CDS_0079)

DNA methyltransferase (CDS_0074)

70 75 76 77 78 82 84 85
I I I e
Mycobacterium_phage_Zerg: 45,195-52,379 (+)

68 70 71 72 74 75 76 79 80 81 82

Mycobacterium_phage_Whouxphf: 45,757-50,767 (+)
transcriptional repressor (CDS_0080)
78 79 82

I
Mycobacterium_phage_Zizzle: 49,540-51,649 (+)

RM_Type_lI_Type_Il_MTases_FAM_1 (CDS_0062)
60 61 63 64 67 68 69 70 71 72 74

Mycobacterium_phage Burwell21:41,827-49,661 (+)
69 70 71 72 %3 74 75

NC_051691.1:47,296-50,847 (+)

3000 nt
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