
TemPhD_cluster_60350: 34,617-41,757 (+)

41 primosomal protein (CDS_0042) 43 44 45

Virulence-associated proteins (VF0679) (CDS_0046)
toxin of TA system (CDS_0047)

48 49 50 51 52 53 54 55

TemPhD_cluster_29234: 36,068-40,857 (+)

transcriptional regulator
primosomal protein (CDS_0044)

MokW-like host killing (CDS_0048)
49

TemPhD_cluster_60288: 35,140-42,073 (+)

DnaD-like helicase loader (CDS_0043) 47 48 52

TemPhD_cluster_29968: 30,916-37,849 (+)

Mok_Hok_Sok__Hok (CDS_0039)
40 41

TemPhD_cluster_48656_: 34,993-41,974 (+)

MokW-like host killing (CDS_0046)
47 48

TemPhD_cluster_48627: 34,908-40,800 (+)

46 50

TemPhD_cluster_18418: 34,815-42,519 (+)

MokW-like host killing (CDS_0049)
50 51 52 58 59

TemPhD_cluster_19878: 30,008-37,985 (+)

MokW-like host killing (CDS_0042)
43 44 45 toxin-antitoxin system HicB-like (CDS_0048) 51

TemPhD_cluster_60401: 32,073-39,708 (+)

36 37 38 capH (CDS_0039) 40 primosomal protein (CDS_0042) 43
Mok_Hok_Sok__Hok (CDS_0046)

47 48

TemPhD_cluster_48858_: 32,073-39,559 (+)

38 primosomal protein (CDS_0042) 43

TemPhD_cluster_48668_: 35,530-42,014 (+)

primosomal protein (CDS_0045) 46
Mok_Hok_Sok__Hok (CDS_0049)

50

3000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

virulence (VFDB)


