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MGV-GENOME-0179492:1-22,137 (+)

virion structural protein (CDS_0012)
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MGV-GENOME-0162119: 1-19,650 (+)
minor tail protein (CDS_0011)
6 tail length tape measure protein (CDS_0009) 10 12 13
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MGV-GENOME-0127852:2,067-15,536 (+)

minor tail protein (CDS_0010)
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MGV-GENOME-0147565:1-14,350 (+)

minor tail protein (CDS_0010)
tail length tape measure protein (CDS_0008) 9 11 12 13
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uvig 337717:1-17,452 (+)
minor tail protein (CDS_0009)
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MGV-GENOME-0142601:1-14,335 (+)
virion structural protein (CDS_0012)
holin (CDS_0014) anti-repressor Ant (CDS_0017)
minor tail protein (CDS_0010) endo—ﬁ/sin (CDSAOOﬁ)
tail length tape measure protein (CDS_0008) 9 11 13 \ 16
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MGV-GENOME-0168015:1-17,270 (+)

virion structural protein (CDS_0012)

endolysin (CDS_0015)
minor tail protein (CDS_0010) holin (CDS_0014) 16

tail length tape measure protein (CDS_ 0008) 9 11 13 [ T17
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SAMEA2580120_al ct17498 vs1:1-17,182 (+)

virion structural protein (CDS_0012)
holin (CDS_0015) nucleoside triphosphate pyrophosphohydrolase (CDS_0018)
minor tail protein (CDS_0010) endolysin (CDS_0016)
tail length tape measure protein (CDS_0008) 9 11 13 14 17
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MGV-GENOME-0172640:1-17,559 (+)

virion structural protein (CDS_0012)
minor tail protein (CDS_0010)
tail length tape measure protein (CDS_0008) 9 11 13 14 holin (CDS_0015)
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MGV-GENOME-0153373:1-15,761 (+)
virion structural protein (CDS_0011)
minor tail protein (CDS_0009)
tail length tape measure protein (CDS_0007) 8 10 12 13 14
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uvig_388437:1-18,448 (+)
virion structural protein (CDS_0011)
minor tail protein (CDS_0009) holin (CDS_0014)
4 tail length tape measure protein (CDS_0007) 8 10 12 13T 15 16
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uvig_146581:1-18,375 (+)
virion structural protein (CDS_0011)
minor tail protein (CDS_0009) holin (CDS_0014) 16
tail length tape measure protein (CDS_0007) 8 10 12 13 15 [17 2122
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MGV-GENOME-0130417:1-16,434 (+)

tail length tape measure protein (CDS_0008) 9

uvig_538748:1-12,573 (+)
tail length tape measure protein (CDS_0007) 8
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uvig_498770:1-11,000 (+)

tail length tape measure protein (CDS_0008)
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SAMNO04261349 a1 ct12060 vs1:1-12,362 (+)
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uvig_420270: 1-8,429 (+)
5 6 tail length tape measure protein (CDS_0009)
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uvig_14918:1-11,153 (+)
tail length tape measure protein (CDS_0008) 9 10

uvig 277020:1-11,330 (+)
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MGV-GENOME-0133683:1-5,077 (+
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MGV-GENOME-0159363: 1-5,196 (+)
8000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis other tail transcriptionregulation unknown function
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