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TemPhD_cluster_46155:40,897-47,884 (+)
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IMGVR_UViG_3300011594_000027|3300011594|Ga0121728_100023|2-57832:38,391-42,878 (+)
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IMGVR_UViG_3300013621_000001|3300013621|Ga0121027_10001|33-75704:55,158-59,305 (-)
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IMGVR_UViG_2876431863_000011|2876431863|2876432042|2-67350:48,662-51,761 (+)
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IMGVR_UViG_3300014641_000040|3300014641|Ga0121364_100007|34103-91279:38,873-44,597 (+)
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DNA, RNA and nucleotide metabolism unknown function




