DNA transposition protein (CDS_0021)

ATPase (CDS_0020) tail length tape measure protein (CDS_0036)
transposase (CDS_0022) tRNA-Lys(TTT) 37
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SAMNOO792093 al_ct19534 . vsl 10 551 33 ,590 (+)
252627 28 29 30 31 32

MGV-GENOME-0255369:10,551-32,894 (+)
ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0032)
27 2829 30 31 33 tail sheath (CDS_0034) 35

Han_2018_ERR1398162 NODE 571 length 42922 cov_7.245014:11,777-38,162 (+)
ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0031)
27 2829 30 32 33 34

IMGVR_UViG_3300029855_000252|3300029855/Ga0245295_1000112(95775-135297:11,777-34,763 (+)

anti-RM (APIS136) (CDS_0029)
25 2627 28 30 31 32

MGV-GENOME-0248863: 10,55 1-31.798 (1)
252627 28 29 30
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ivig 4162:10,551-25,041 (+)
PDC-527_WP_184132443.1 (CDS_0038)
252627 28 29 30 31 32 33 343536 37 39 40 41 42 43
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IMGVR_UViG_3300008491_000196|3300008491|Ga0111008_100037|275-43272: 10,551-38,238 (+)
PDC-S27_WP_184132443.1 (CDS_0036)
252627 28 29 30 31 323334 35 37 38 39 40 41
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IMGVR_UViG_3300007804_000129|3300007804|Ga0105665_100016|144528-186532: 10,551-37,245 (+)
36 37 38 39
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uvig 584993:13,721-27,682 (+)
transcriptional repressor (CDS_0027) Sigma L (VF0855) (CDS_0030) tail protein (CDS_0033)
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uvig_455955:10,869-36,566 (+)
20 25 2728
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MGV-GENOME-0210379: 10,623-22,400 (+)
25

uvig_150850: 10,623-22,364 (+)

28 tail protein (CDS_0030)
27129 31

MGV-GENOME-0260226:12,004-27,457 (+)
23 24 25
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MGV-GENOME-0198985: 9,964-23,032 (+)
10000 nt i
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