
TemPhD_cluster_41395: 31,507-41,247 (+)

CII-like transcriptional activator (CDS_0038)

39
DnaD-like helicase loader (CDS_0040)

41 42

DNA polymerase III theta subunit (CDS_0043)

44
DNA methyltransferase (CDS_0045)

transcriptional regulator (CDS_0046)

47 48

HNH endonuclease (CDS_0049)
anti-termination protein Q-like (CDS_0050)

51
holin/anti-holin (CDS_0052)

endolysin (CDS_0053)
Rz-like spanin (CDS_0054)

TemPhD_cluster_29827: 30,069-39,310 (+)

43 44 endolysin (CDS_0051)

TemPhD_cluster_41552: 30,819-40,715 (+)

replication initiation protein (CDS_0040)
41 45 AbiLi-1 AbiLi (CDS_0046)

TemPhD_cluster_25850: 29,964-39,194 (+)

42 AbiLi-1 AbiLi (CDS_0043)

TemPhD_cluster_16340: 30,698-40,164 (+)

44 AbiLi-1 AbiLi (CDS_0045) 52

TemPhD_cluster_16309: 32,739-41,584 (+)

MTase_II_00048 Type (CDS_0044)
45 46

TemPhD_cluster_49891: 30,338-38,988 (+)

43 44

TemPhD_cluster_39106: 18,650-27,480 (+)

30

TemPhD_cluster_55640: 18,423-27,480 (+)

MTase_II_00048 Type (CDS_0029)
30

TemPhD_cluster_60437: 33,179-42,250 (+)

MTase_II_00048 Type (CDS_0046)
47 48

TemPhD_cluster_27286: 31,724-41,215 (+)

HNH endonuclease (CDS_0042) 48 49

TemPhD_cluster_29365: 32,022-41,167 (+)

45 46

TemPhD_cluster_27288: 31,724-41,215 (+)

48 49 anti-termination protein Q-like (CDS_0053)

TemPhD_cluster_21782: 29,685-39,141 (+)

replication initiation O-like (CDS_0038) 43 44

TemPhD_cluster_51290: 23,903-33,875 (+)

37 38 39

TemPhD_cluster_52783: 7,338-16,008 (+)

18 19 26 27

TemPhD_cluster_14163: 34,976-43,127 (+)

49 transcriptional regulator (CDS_0050)

TemPhD_cluster_60346: 30,846-42,206 (+)

DNA methyltransferase (CDS_0045)
DNA methyltransferase (CDS_0046)

transcriptional regulator (CDS_0047)

TemPhD_cluster_55635: 66,126-75,539 (+)

MTase_II_00074 Type (CDS_0074) 75 transcriptional regulator (CDS_0076) 81 tRNA-Thr(TGT)

TemPhD_cluster_35842_: 31,757-38,960 (+)

MTase_II_00074 Type (CDS_0043) 44 transcriptional regulator (CDS_0045)

TemPhD_cluster_55551: 18,927-30,391 (+)

MTase_II_00074 Type (CDS_0031) 32
transcriptional regulator (CDS_0033)

36 40 41

TemPhD_cluster_41286: 33,127-42,299 (+)

MTase_II_00074 Type (CDS_0047) 48 52

TemPhD_cluster_40636: 32,188-41,145 (+)

MTase_II_00074 Type (CDS_0047)
DNA methyltransferase (CDS_0048)

DNA methyltransferase (CDS_0049)

TemPhD_cluster_48910_: 30,341-39,661 (+)

43
MTase_II_00048 Type (CDS_0044)

MTase_II_00074 Type (CDS_0045)
DNA methyltransferase (CDS_0046)

DNA methyltransferase (CDS_0047)

TemPhD_cluster_55697: 16,253-28,551 (+)

DNA methyltransferase (CDS_0028)
DNA methyltransferase (CDS_0029)

transcriptional regulator (CDS_0030)
holin (CDS_0034) 35 37

TemPhD_cluster_45752: 16,253-27,042 (+)

DNA methyltransferase (CDS_0028)
DNA methyltransferase (CDS_0029)

transcriptional regulator (CDS_0030)

TemPhD_cluster_60449: 33,558-39,905 (+)

4748

TemPhD_cluster_24487: 31,183-37,523 (+)

DNA methyltransferase (CDS_0043)

TemPhD_cluster_48751_: 33,403-39,168 (+)

DNA methyltransferase (CDS_0047)

IMGVR_UViG_2880350357_000009|2880350357|2880350357|3348972-3396167: 35,682-42,249 (+)

MTase_II_00048 Type (CDS_0049)
50

TemPhD_cluster_11879: 33,177-39,744 (+)

MTase_II_00048 Type (CDS_0046) 47

IMGVR_UViG_2917328164_000004|2917328164|2917328164|3043360-3086949: 32,778-39,347 (+)

44 45 48

TemPhD_cluster_29285: 33,174-40,128 (+)

DNA methyltransferase (CDS_0047)

TemPhD_cluster_32307: 31,003-37,998 (+)

DNA methyltransferase (CDS_0046)

IMGVR_UViG_2561511194_000002|2561511194|2561541646|1196033-1241342: 34,737-40,801 (+)

49

TemPhD_cluster_25536: 31,151-40,447 (+)

DNA methyltransferase (CDS_0046) DNA methyltransferase (CDS_0047)

TemPhD_cluster_32031: 30,218-39,875 (+)

DNA methyltransferase (CDS_0045) DNA methyltransferase (CDS_0046)

TemPhD_cluster_48804_: 30,291-39,903 (+)

DNA methyltransferase (CDS_0044) DNA methyltransferase (CDS_0045)

TemPhD_cluster_41283: 30,964-39,962 (+)

DNA methyltransferase (CDS_0044) DNA methyltransferase (CDS_0045)

TemPhD_cluster_60627: 33,109-41,349 (+)

47 50

TemPhD_cluster_49269: 28,940-38,943 (+)

43
DNA methyltransferase (CDS_0044)

DNA methyltransferase (CDS_0045)

46 DNA methyltransferase (CDS_0047)

TemPhD_cluster_25630: 28,985-38,980 (+)

44
DNA methyltransferase (CDS_0045)

DNA methyltransferase (CDS_0046)

DNA methyltransferase (CDS_0047)

TemPhD_cluster_41206: 32,906-40,608 (+)

45 DNA methyltransferase (CDS_0046)

TemPhD_cluster_48637_: 30,537-41,098 (+)

46
DNA methyltransferase (CDS_0047)

DNA methyltransferase (CDS_0048)

DNA methyltransferase (CDS_0049)

TemPhD_cluster_41615: 28,457-38,557 (+)

43
DNA methyltransferase (CDS_0044)

DNA methyltransferase (CDS_0045)

DNA methyltransferase (CDS_0046)

TemPhD_cluster_24420: 28,940-38,944 (+)

43
DNA methyltransferase (CDS_0044)

DNA methyltransferase (CDS_0045)

46 DNA methyltransferase (CDS_0047)

TemPhD_cluster_60570: 30,202-39,752 (+)

44
DNA methyltransferase (CDS_0045)

DNA methyltransferase (CDS_0046)

DNA methyltransferase (CDS_0047)

TemPhD_cluster_20391: 29,062-38,619 (+)

42
DNA methyltransferase (CDS_0043)

DNA methyltransferase (CDS_0044)

DNA methyltransferase (CDS_0045)

4000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC)

tRNA


