excisionase (CDS_0028)

baseplate wedge subunit (CDS_0020) tRNA-Undet(NNN)
baseplate hub (CDS_0017) tail fiber assembly protein (CDS_0023) integrase (CDS_0027)
18 19 21 22 24 2526 | | 29

T BN NN I S —
TemPhD_cluster_35776_:14,998-24,691 (+)

tail fiber assembly protein (CDS_0023)
24 DS-1_DS-1A (CDS_0027) DS-1_ DS-1B (CDS_0028)

o T Y T ———————eeeeeeeee T T e
TemPhD_cluster_41286:14,997-27,171 (+)

22 23 24

TemPhD_cluster_18015: 14,998-26,538 (+)
tail fiber assembly protein (CDS_0024)
ta|| fiber protein (CDS_ 6023)

Y ——— ——————————— ———— | ., ——— ———"——————
TemPhD_cluster_48728_:14,998-27,174 (+)

tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022)

TemPhD_cluster_29279:14,998-27, 756( )
DarTG_DarG (CDS_0023)
tail fiber protein (CDS_0022) 24 25

e — W
TemPhD_cluster_60480: 14,997-27,639 (+)

tail fiber assembly (CDS_0024)
DarTG__DarG (CDS_0023)
tail fiber protein (CDS_0022) \ 25

TemPhD_cluster_41724:14,997-25,207 (+)
tail flber assembly protein (CDS 0023)

—-—-—-'w

—  — —  ——————————————— A ———— 4 — A — ]
TemPhD_cluster_49038_: 14,998-26,433 (+)

tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) 24

| . B B B —
TemPhD_cluster_35846_: 14,986-24,332 (+)

tail fiber assembly protein (CDS_0023)
nucleoid associated protein (CDS_0027)
'DS-1_DS-1B (CDS_0028)

w

r—— — — ——— —— ————————— § ————— | — ]
TemPhD_cluster_27261:14,998-26,504 (+)

tail assembly chaperone (CDS_0026)
tail fiber assembly protein (CDS_0023)
-acetyltransferase (CDS_0025)
22 | 24 | 27

I L ' ["&§ /|
TemPhD_cluster_48433: 14,996-26,516 (+)
O-acetyltransferase (CDS_0024)
22 23 25 26

I I N I
TemPhD_cluster_49130: 15,007-26,576 (+)
tail fiber assembly protein (CDS_0023)
22 24 29

TemPhD_cluster_32031: 15,065-24,594 (+)
tail assembly chaperone (CDS_0026)
tail fiber protein (CDS_0023)
tail fiber protein (CDS_0024)

22 \ tail fiber protein (CDS_0025) 27 28
I S R . F "N | 3§ ]

TemPhD_cluster_48526: 14,986-26,404 (+)
tail assembly chaperone (CDS_0026)
tail fiber protein (CDS_0024)
22 tail fiber protein (CDS_0023) 25 27 28

TemPhD_cluster_48527:14,986-26,404 (+)
27 28

IMGVR_UViG_2916255364 OOOOOS|2916255364\2916255364|3259351 3302889 14 865-24, 735( )
22 23 24

[N ;| | I
TemPhD_cluster_13097: 14,865-24,082 (+)

tail fiber protein (CDS_0023)
22 24 25

I L} ]
TemPhD_cluster_41615:14,865-23,831 (+)

tail ﬁber assembly protein (CDS 0023)

— - —
TemPhD _cluster_29365:14,865-26,562 (+)

tail fiber assembly protein (CDS_0023)
22 24

TemPhD_cluster_21782: 14,865-24,081 (+)
tail ﬁber assembly protein (CDS_0023)
O-antigen acetylase (CDS_0024)

TemPhD_cluster_41206: 14,865-27. 903( )

tail fiber assembly protein (CDS_0023)
O-antigen acetylase (CDS_0024)

TemPhD_cluster_60511: 14,865-25,465 ( )
tail fiber assembly protein (CDS_0023)
22 24 25

TemPhD_cluster_35928 :14,865-24,110 (+)
tall flber assembly protein (CDS 0023)

N
TemPhD_cluster_41395: 14,865-26, 516( )

O-acetyltransferase (CDS_0023)
21

1
TemPhD_cluster_60965: 13,064-25,427 (+)

tail fiber assembly protein (CDS_0023)
O-acetyltransferase (CDS_0024)

22
e v [ EE—— .

TemPhD_cluster_25850: 14,865-24,978 (+)

tail fiber protein (CDS_0025)
tail fiber protein (CDS_0022) 23 24 26 29 TTSS-2 secreted effectors (VF0947) (CDS_0030)

e N I —
IMGVR_UViG_2880355930_000005|2880355930|2880355930|1875203-1919937: 14,998-26,916 (+)

tail fiber protein (CDS_0025)
22 23 24 26
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TemPhD_cluster_21671:14,998-25,133 (+)

tail fiber assembly (CDS_0025)
tail fiber protein (CDS_0022) 23 24 26

. S § ——
TemPhD_cluster_31981:14,998-24,901 (+)

tail fiber assembly protein (CDS_0023)

24
/b O o o > —@—aH o X Ad
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TemPhD_cluster_18001: 14,998-28,709 (+)

tail fiber assembly (CDS_0023)

tail fiber protein (CDS_0022) 24
S S, — T, D— N — S—— ) ) SE——S 6\

TemPhD_cluster_35842_:14,998-26,226 (+)
DarTG__DarG (CDS 0023)
25

r——  ————— ———————— ———— § ————— | "y
TemPhD_cluster_60329:14,997-27,871 (+)

DarTG_DarG (CDS_0023)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0024) 25

———— T "W
TemPhD_cluster_49224:14,985-26 309( )

DarTG__DarG (CDS_0023)
16 17 tail fiber protein (CDS_0022) tail fiber protein (CDS_0024) 25

TemPhD_cluster_49271:14,722-26,330 (+)

tail fiber assembly (CDS_0024)
DarTG_DarG (CDS_0023)
tail fiber protein (CDS_0022) \ 25

— 4 ——————— 88— 44—
TemPhD_cluster_29304: 14,997-27,556 (+)

tail fiber assembly (CDS_0024)
DarTG__DarG (CDS_0023)
tail fiber protein (CDS_0022) \ 25

TemPhD_cluster_41129: 14,997-25,159 (+)
O-acetyltransferase (CDS_0025)
22 23 24 26 27

I I N e . I —
TemPhD_cluster_14163: 14,723-29,066 (+)

O-acetyltransferase (CDS_ 0025)
23 24 27

e ¢ | ‘N ]
TemPhD_cluster_19277:14,729-26, 604( )

TTSS-2 secreted effectors (VF0947) (CDS_0029)
DarTG__DarG (CDS_0023) anti-repressor (CDS_0030)
tail fiber protein (CDS_0022) 24 25 peptidase (CDS_0028) 31 Mu Gam-like end protection (CDS_0036)

L —— . —————————————— . . Syt err—rr e yr Tl I r—
IMGVR_UViG_2731957943 000002|2731957943|2732027481|376554-421337: 17,077-28,397 (+)
anti-repressor (CDS_0028) 29

¢ | &N | 1} _
TemPhD_cluster_27286:17,095-26,976 (+)

nucleoid associated protein (CDS_0028) DS-1_DS-1B (CDS_0029)

Y R I N N W, 1, O ) S S, G e e
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TemPhD_cluster_60316: 18,028-29,294 (+)

transposase (CDS_0028)
29 TTSS-2 secreted effectors (VF0947) (CDS_0030)

e ———————————— T ——————————— e Byl I
IMGVR_UViG_2875628046_000002|2875628046]2875628046|482064-528434: 17,080-28,470 (+)
28 TTSS-2 secreted effectors (VF0947) (CDS_0029)

o S il WSy iy W —
IMGVR_UViG_2654587672_000004|2654587672|2654598724(4333527-4376906: 17,089-27,768 (+)
TTSS-2 secreted effectors (VF0947) (CDS_0029)
DS-1_DS-1A (CDS_0030)
tail fiber protein (CDS_0024) 28 DS-1

I — S 1§  E—
IMGVR_UViG_2561511194 000002|2561511194|2561541646|1196033-1241342:17,028-29,845 (+)
DS-1_DS-1B (CDS_0028)

DS-1_DS-1A (CDS_0027) 29

TemPhD_cluster_49035_: 16,750-27,616 (+)
DS-1_DS-1B (CDS_0028)
DS-1_DS-1A (CDS_0027) 29

L | S e
TemPhD_cluster_35630_: 16,967-28,316 (+)

transposase (CDS_0029)
DS-1_DS-1A (CDS_0028) DS-1_DS-1B (CDS_0030)

e N S ———— |
TemPhD_cluster_48400: 17,080-29,629 (+)

TTSS-2 secreted effectors (VF0947) (CDS_0028)
27 29

I I R, I
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IMGVR _UViG_2917328164 000004(2917328164|2917328164|3043360-3086949: 16,753-27,881 (+)
tail fiber assembly protein (CDS_0023)
22 anti-repressor (CDS_0027)

O o 1 OO KK

1 ——— 8§/ | g | L — } |
TemPhD_cluster_48841_:16,760-25,868 (+)

27

. N B S
IMGVR_UViG_2880350357_000009|2880350357|2880350357|3348972-3396167:16,738-30,145 (+)
tail fiber assembly protein (CDS_0023)
O-acetyltransferase (CDS_0024)
22 \ 25 26

TemPhD_cluster_27266:14,777-25,462 (+)
tail fiber assembly protein (CDS_0023)
O-acetyltransferase (CDS_0024)
22 \ 25 26

TemPhD_cluster_27267:14,777-25,462 (+)
O-acetyltransferase (CDS_0024)
22 23 25 26

TemPhD_cluster_24401: 14,999-25,400 (+)

tail fiber assembly protein (CDS_0023)

O-acetyltransferase (CDS_0024)
22 | 25 26
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TemPhD_cluster_48804_:14,711-25,397 (+)
tail fiber assembly protein (CDS_0023)
O-acetyltransferase (CDS_0024)
22 \ 25 26

TemPhD_cluster_41234: 14,998-24,898 (+)
O-acetyltransferase (CDS_0024)
22 23 25 26

TemPhD_cluster_60570: 14,998-24,897 (+)
tail fiber assembly protein (CDS_0023)
O-acetyltransferase (CDS_0024)
22 \ 25 26 anti-repressor (CDS_0028)

TemPhD_cluster 48746 _:14,711-25,903 (+)
tail fiber assembly protein (CDS_0023)
O-acetyltransferase (CDS_0024)
22 | 25 26

TemPhD_cluster_41243:14,712-24,841 (+)
tail fiber assembly (CDS_0024)
DarTG_DarG (CDS_0623)
tail fiber protein (CDS_0022) \ 25 26 27
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TemPhD_cluster_48553: 14,723-26,330 (+)
glycosyltransferase (CDS_0025)
DarTG__DarG (CDS_0023)
tail fiber protein (CDS_0022) 24 26 27 28

TemPhD_cluster_60212:14,729-26,663 (+)
tail assembly chaperone (CDS_0024)
glycosyltransferase (CDS_0025)
DarTG_DarG (CDS_0023)
tail fiber protein (CDS_0022) | 26 27 28

L 1§ | ;o ‘N J} ]
TemPhD_cluster_40636: 14,722-26,656 (+)

tail fiber assembly (CDS_0023)
glycosyltransferase (CDS_0024)
22 \ 25 2627

TemPhD_cluster_32307: 14,723-25,825 (+)
tail fiber assembly (CDS_0023)
glycosyltransferase (CDS_0024)

tail fiber protein (CDS_0022) 25 26 27

TemPhD_cluster_25536: 14,998-25,847 (+)
tail fiber assembly (CDS_0024)
DarTG_DarG (CDS_0023)
tail fiber protein (CDS_0022) \ 25 26 27

TemPhD_cluster_48745_:14,998-26,321 (+)

glycosyltransferase (CDS_0024)
22 23 25 26 27

TemPhD_cluster_60346: 14,996-25,814 (+)
tail fiber assembly (CDS_0024)
glycosyltransferase (CDS_0025)
22 DarTG_DarG(CDS_OdZS) 26 27 28

TemPhD_cluster_48740_: 14,998-26,628 (+)
glycosyltransferase (CDS_0024)

22 tail fiber assembly (CDS_0023) 25 26
I L 1 I -

TemPhD_cluster_32047:15,067-26,316 (+)

tail assembly chaperone (CDS_0024)
22 tail fiber protein (CD5_6023) 25 26 27

[N B & ] ] N N N .
TemPhD_cluster_60208: 14,998-26,321 (+)

tail assembly chaperone (CDS_0024)

22 tail fiber protein (CDS_0023) 25 26 27
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TemPhD_cluster_60174:14,998-26,870 (+)
tail assembly chaperone (CDS_0024)
22 tail fiber protein (CDS_0023) 25 26 27 28
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IMGVR_UViG_2565956811_000002|2565956811|2565996155|89935-135884: 14,724-28,687 (+)

O-acetyltransferase (CDS_0024)
22 23 25 26 transposase (CDS_0027)
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IMGVR_UViG_2660237913_000005|2660237913|2660238399|2-42915: 14,865-25,439 (+)

DS-1_DS-1A (CDS_0026)
22 23 24 25 DS-1_DS-1B (CDS_0027)

I —— — e
IMGVR_UViG_2609460249_000004|2609460249|2609554098|61127-103395: 14,865-26,929 (+)

O-acetyltransferase (CDS_0025)
tail fiber protein (CDS_0023) anti-repressor (CDS_0027)
22 24 26 28

TemPhD_cluster_48552: 14,998-26,503 (+)
DarTG__DarG (CDS_0023) transposase (CDS_0026) nucleoid associated protein (CDS_0032)
tail fiber protein (CDS_0022) 24 25 27 33

L e e ——— ———— 1

IMGVR_UViG_2849905593_000002|2849905593|2849905593/1143984-1191088: 14,998-30,379 (+)
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DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
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defence (DefenseFinder) virulence (VFDB) pseudogene




