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Mycobacterium_phage_Toaka: 40,144-45,187 (+)
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Mycobacterium_phage_LoneWolf: 38,908-43,878 (+)
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Mycobacterium_phage_Arissanae: 40,403-45,704 (+)
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Mycobacterium_phage_Yecey3:40,216-48,180 (+)
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