
uvig_561020: 10,437-21,951 (+)

holin
14 15 16 17 18 19 20 21 22 2324 25

26
27

uvig_238495: 11,042-19,598 (+)

19 20 22

uvig_83914: 10,461-22,416 (+)

21 22 23 26

uvig_584686: 9,980-21,809 (+)

20 21

SAMN09781768_a1_ct16186_vs2: 10,378-17,288 (+)

19 20

SAMN09781780_a1_ct167449_vs2: 9,913-16,902 (+)

19 20 25

uvig_295451: 11,622-23,600 (+)

19 20 22 28
MazG-like pyrophosphatase (CDS_0029)

30

uvig_70752: 10,910-22,595 (+)

21 23 27

uvig_7423: 10,408-22,202 (+)

20 21

uvig_373954: 10,149-16,500 (+)

holin (CDS_0014) 19

uvig_257586: 9,958-28,108 (+)

20 21 22 23
24

25 26
27

28 29 30
31

32 33 35

uvig_48465: 10,417-31,676 (+)

19 20 21
22

23 2425 26

Reverse transcriptase (CDS_0027)

28
29

tail protein (CDS_0030) 31

uvig_108649: 10,422-24,172 (+)

21 22 transposase (CDS_0025)
Type_V_V_U4 Cas12 (CDS_0026)

8000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknown function defence (PADLOC)


