
TemPhD_cluster_49398: 15,221-27,531 (+)
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tail protein (CDS_0020)

21 22 23
toxin-antitoxin system HicB-like (CDS_0024)

25 26 27 28 29 exonuclease VII (CDS_0030) 31
capH (CDS_0032)

33 CII-like transcriptional activator (CDS_0034)

TemPhD_cluster_49386: 15,222-27,532 (+)

22 27

IMGVR_UViG_2872097386_000002|2872097386|2872097386|215493-259525: 15,220-29,490 (+)

27 28 29

IMGVR_UViG_2869866812_000003|2869866812|2869866812|1758187-1801958: 15,222-29,228 (+)

27 28

TemPhD_cluster_22435_: 15,222-29,642 (+)

baseplate wedge subunit 27 PD-Lambda-5_B_WP_110365848.1 (CDS_0028) 32

TemPhD_cluster_42095: 15,148-27,628 (+)

glucosyltransferase (CDS_0023) 27

uvig_128112: 13,512-28,420 (+)
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tail protein (CDS_0017)

baseplate wedge subunit (CDS_0018)

tail fiber protein (CDS_0021)
tail fiber assembly protein (CDS_0022)
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toxin-antitoxin system HicB-like (CDS_0024)

25 26 27

TemPhD_cluster_41216: 15,264-29,133 (+)

tail fiber protein (CDS_0021)
tail fiber assembly (CDS_0022)

23 27 Menshen__NsnA (CDS_0028)

TemPhD_cluster_29380: 15,264-28,324 (+)

27

TemPhD_cluster_60248: 15,265-29,984 (+)

28 PD-Lambda-5_B_WP_110365848.1 (CDS_0029)

TemPhD_cluster_48604: 14,928-29,985 (+)

27 PD-Lambda-5_B_WP_110365848.1 (CDS_0028)

TemPhD_cluster_48920_: 15,222-28,992 (+)

gcu24__gcu24 (CDS_0027) 32
transcriptional repressor (CDS_0033)

34

TemPhD_cluster_32316: 15,222-29,146 (+)

gcu24__gcu24 (CDS_0027)

TemPhD_cluster_22671: 15,221-27,482 (+)

Menshen__NsnA (CDS_0028) 29 32

TemPhD_cluster_41036: 14,810-30,069 (+)

tail fiber protein (CDS_0021) 26 MTase_II_00164 Type (CDS_0027) 32

TemPhD_cluster_35635_: 15,240-30,659 (+)

23 24 25 27 PD-Lambda-5_B_WP_110365848.1 (CDS_0028) 33

TemPhD_cluster_27185: 15,234-31,146 (+)

27 MTase_II_00164 Type (CDS_0028)

TemPhD_cluster_48758_: 13,441-27,400 (+)

tail fiber protein (CDS_0021)
tail fiber assembly protein (CDS_0022)

23 24 25 26 28 29

TemPhD_cluster_49399: 13,512-25,810 (+)
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tail protein (CDS_0022)

23 24

toxin-antitoxin system HicB-like (CDS_0025)

26 28

IMGVR_UViG_2568526069_000002|2568526069|2568545578|884299-925223: 13,573-25,217 (+)

tail fiber protein (CDS_0021) 22 23 27

IMGVR_UViG_2690315762_000006|2690315762|2690320405|1677701-1718297: 13,554-28,098 (+)

tail fiber protein (CDS_0021) 22 Menshen__NsnA (CDS_0023) 30
transcriptional activator (CDS_0031)

uvig_393271: 15,264-29,660 (+)

27 28 29 dCTPase (CDS_0030) 31 34 35

IMGVR_UViG_3300042010_000251|3300042010|Ga0439452_000122|3-46644: 24,874-33,855 (+)

31 32 33 34 35
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