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Station175_SUR_ALL_assembly_NODE_6642_length_15984_cov_173.440517: 10,978-15,983 (+)
16 21 22 23 24
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Station206_MES_ALL_assembly NODE_6153_length_15197_cov_9.816141: 10,227-15,196 (+)
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Station188_SUR_ALL_assembly NODE_5079_length_13554 _cov_8.182310:7,846-13,552 (+)

- — — —— ———1
Station189_MES_ALL assembly NODE_5416_length_16194 cov_279.174298:3-5217 (-)
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I I — I |
Station158 DCM_ALL _assembly NODE_4955_length_16569_cov_5.145089: 3-6,246 (-)

. e EE—— — S —
Station168_1ZZ_ALL assembly NODE 6831 _length_16484 cov_7.287845:178-6,170 (-)

tation188_DCM_ALL_assembly_NODE_2784_length_22680_cov_14.780597: 2-5,085 (-)
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Station163_SUR_ALL_assembly NODE_2472_length_15624 _cov_11.959663:10,978-15,622 (+)

Lo . —DBO{
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Station173_DCM_ALL assembly_ NODE_6899_length_15615_cov_22.208805: 3-4,532 (-)
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Station210_SUR_ALL_assembly_NODE_7683_length_15790_cov_6.360470: 11,186-15,788 (+)
16 21 24 25 26

a

Station163 MES_ALL assembly NODE 1295 length 16604 cov_6.811952:11,767-16,604 (+)

DNA methyltransferase (CDS_0012)
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I
Station175_1ZZ_ALL assembly NODE_1822 length_ 15258 cov_23.371506:669-8,219 (-)
6 5 2 1
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Station180_ZZZ_ALL _assembly NODE_5714 length_13307_cov_5.421295:2-4,588 (-)
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