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resist_ArsN1a-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family A (NFO40503.1) (CDS_0005)
1 2 3 transposase (CDS_0006) 7 shah_acc_0214 GlgB (CDS_0008)
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Polysaccharide capsule (VF0659) (CDS_0004)
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mads_8 (CDS_0005)
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MGV-GENOME-0255975: 50-16,600 (+)
6000 nt i
DNA, RNA and nucleotide metabolism integration and excision unknown function defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




