
uvig_33795: 3-3,258 (+)

1 2 3 4 5 6

uvig_62532: 1-3,075 (+)

1

uvig_156639: 56-3,269 (+)

1

uvig_33329: 25,820-29,080 (-)

52

uvig_162730: 23,635-28,311 (-)

46
transposase (CDS_0047)

uvig_280387: 24,379-29,004 (-)

51
transposase (CDS_0052)

uvig_171090: 27,407-32,229 (-)

5152

uvig_182838: 1-4,109 (+)

1 2 3

MGV-GENOME-0222005: 3-4,293 (+)

1 2 3 4

uvig_73478: 164-6,273 (+)

1 2 3 4 5 6 7

uvig_18273: 20,005-26,114 (-)

3536373839
Reverse transcriptase (CDS_0040)
41

uvig_118310: 200-6,443 (+)

1 2 3 4 5 6 11 12

uvig_121235: 664-6,145 (+)

1 2 3 4 5 6 7

uvig_28498: 22,123-28,800 (-)

4546474849505152

uvig_524386: 27,476-31,129 (-)

5253
54

uvig_27009: 2-12,182 (+)

1 2 3 4
resist_ArsN1a-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0005)

transposase (CDS_0006) 7 shah_acc_0214 GlgB (CDS_0008)

uvig_403748: 1-15,650 (+)

1 2 3
Polysaccharide capsule (VF0659) (CDS_0004)

5 6

MGV-GENOME-0255975: 50-16,600 (+)

1 2 3 4
mads_8 (CDS_0005)

6 7 8 9 10 11 12 13 14 15 16

6000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


